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Supplementary figure 1

Expression of Microglial markers IBA1 and F4/80 in LPS treated Mice Brain -
Cortex
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Supplementary figure 2
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Supplementary figure 2

Fc gamma R-mediated
phagocytosis - 04666
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Supplementary figure 3
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Supplementary figure 4
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Supplementary figure 4
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Supplementary figure 4
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Comparing LPS_Low_Repeated vs PBS between the cell types
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Supplementary figure 5
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Supplementary figure 6
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