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Pro-inflammatory and Innate Immune Cell Recruitment
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Pro-Inflammatory

Cellular
Recruitment

Hematopoietic
/ Growth Factor

Adaptive Immunity / Regulatory Mediators
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Prediction Legend

rnore extrerne in dataset

. Increased measurement {::}
. Decreased measurement C)

more confidence less

. Predicted activation C)
@ rredicted inhibition

Glow Indicates activity .

when opposite

of measurement '.

Predicted Relationships
=== | gads to activation
=== | gads to inhibition
Findings inconsistent
with state of downstream
molecule
m— Effect not predicted

Dashed lines = indirect relaticnship
Solid lines = direct relationship

Canonical Pathway
Complex/Group
Chemical/Toxicant
Cytokine

Disease

Enzyme

Function

Kinase

] <3<t 00X

microRNA
() Transcriptional Regulator
O Transmembrane Receptor

Q Transporter

Macrophage Classical Activation Signaling Pathway

Extracellular space

Innate immune response

Adaptive immune response

Activation / polarization
by microbial trigger

i—f‘BPI

Autocrine

IFNB signaling
amplifies inflammatory
response

Cytoplasm

STAT1 binds widely to
*prime’ inducible genes,
before other regulators arrive.

<

Ohemoklnes promote

/\”\RIZIB
IFNy-induced inhibition of MAFand activation
of the PRC2 camptex leads to repression of

(genes involved in M2 macrophage polarization

immune cell

Legend to DNA elements
: Gamma Activated Sequence
EICE: Ets IRF Composite Element
IRF-E: Interferon Regulated Factor Element
ISRE: Interferon STAT Regulator Element
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MHC Class Il molecules
for antigen presentation
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Activated Upstream Regulators: BAL
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Inhibited Upstream Regulators: BAL
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BAL - Diseases & Functions

Sized by : -log(p-value) Colored by : z-score - -

Hematological System Development and Function
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Inflammatory Response
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