Table S1  List of top 20 up-regulated and top 20 down-regulated DEGs between premenopausal EC tissue samples and premenopausal normal endometrial tissue samples

	Up-regulated
	Down-regulated

	miRNA-ID_LIST
	PValue
	log2FC
	miRNA-ID_LIST
	PValue
	log2FC

	hsa-miR-1269b
	1.72×10-5
	11.19
	novel-miR-432
	4.33×10-7
	-7.56

	novel-miR-221
	2.95×10-4
	6.94
	novel-miR-713
	4.58×10-7
	-7.56

	hsa-miR-1251-5p
	0.04
	5.94
	hsa-miR-4455
	9.59×10-11
	-7.11

	hsa-miR-6744-3p
	0.04
	5.22
	novel-miR-569
	1.73×10-5
	-6.72

	hsa-miR-133a-5p
	0.02
	5.21
	novel-miR-630
	2.34×10-5
	-6.55

	hsa-miR-1258
	4.86×10-10
	5.09
	novel-miR-189
	5.48×10-5
	-6.28

	hsa-miR-1323
	4.05×10-3
	5.08
	hsa-miR-371a-5p
	5.56×10-5
	-5.96

	novel-miR-619
	2.62×10-2
	4.93
	novel-miR-192
	4.01×10-14
	-5.67

	hsa-miR-499a-5p
	4.50×10-5
	4.85
	novel-miR-226
	6.38×10-4
	-5.45

	hsa-miR-1-3p
	2.34×10-10
	4.76
	hsa-miR-4521
	1.27×10-14
	-5.43

	hsa-miR-5571-3p
	8.69×10-4
	4.71
	novel-miR-853
	2.39×10-3
	-5.13

	hsa-miR-133b
	0.03
	4.54
	novel-miR-235
	2.67×10-3
	-4.99

	hsa-miR-146a-3p
	1.52×10-6
	4.53
	novel-miR-102
	9.22×10-3
	-4.83

	hsa-miR-205-5p
	8.20×10-7
	4.45
	novel-miR-101
	9.23×10-3
	-4.83

	hsa-miR-6744-5p
	0.03
	4.41
	novel-miR-46
	0.01
	-4.74

	novel-miR-454
	0.02
	4.39
	novel-miR-220
	0.03
	-4.72

	novel-miR-434
	0.02
	4.39
	hsa-miR-6765-3p
	8.95×10-3
	-4.68

	novel-miR-180
	0.01
	4.24
	novel-miR-43
	0.01
	-4.63

	novel-miR-688
	9.99×10-5
	4.20
	novel-miR-113
	0.01
	-4.40

	hsa-miR-133a-3p
	4.78×10-8
	4.20
	hsa-miR-6892-5p
	0.04
	-4.36


Table S2  The relative expression levels of candidate miRNAs in different groups of endometrial tissues (Values for each gene were normalized to the level of endogenous gene, U6snRNA)
	Candidate miRNAs
	Pre-ca
	Normal
	Post-ca
	P

(All-ca Vs. Normal)
	P

(Pre-ca Vs. Normal)
	P

(Pre-ca Vs. Post-ca)

	miR-1269b
	1.57×10-2±3.35×10-2
	1.94×10-3±3.28×10-3
	3.22×10-2±5.17×10-2
	0.000
	0.000
	0.766

	miR-1251-5p
	8.51×10-3±1.43×10-2
	4.81×10-4±4.22×10-4
	1.26×10-2±1.58×10-2
	0.000
	0.028
	0.048

	miR-133a-5p
	1.17×10-3±3.56×10-3
	1.52×10-4±2.01×10-4
	1.37×10-3±2.24×10-3
	0.000
	0.122
	0.009

	miR-4455
	0.82±0.52
	0.15±0.12
	1.96±2.22
	0.000
	0.000
	0.151

	miR-4521
	5.61×10-3±5.47×10-3
	1.51×10-3±2.97×10-3
	7.84×10-3±1.26×10-2
	0.000
	0.001
	0.904

	miR-6765-3p
	0.33±0.54
	7.27×10-2±9.85×10-2
	0.77±1.46
	0.000
	0.000
	0.344

	miR-6892-5p
	3.69×10-3±8.06×10-3
	1.11×10-4±1.41×10-4
	3.27×10-3±5.22×10-3
	0.000
	0.000
	0.033


(Mann-Whitney U test)

Table S3  The target RNAs related to miR-1251-5p and miR-6892-5p
	#ID
	Target

	miR-1251-5p
	RFPL1;GALNT17;ZNF736;CCDC153;RFPL2;PIGV;AC139530.2;RILPL2;PPT2-EGFL8;TMEM132A;FANK1;SPRYD4;PMEL;PURG;DR1;EYS;PLEKHM3;MRPL12;FBXO30;LZTS2;DNAH17

	miR-6892-5p
	LHX9;NDUFB3;FRK;C1QTNF7;INSRR;SOD2;DNHD1;GIGYF1;CADM3;KAT14;HCK;RABL3;PET117;CCDC80;IL17C;C12orf45;SCARB1;PKLR;HEATR1;SYT16;HAPLN3;TOR1AIP2;ERO1A;C2CD6;GNB5;NDUFB5;CHCHD5


Table S4  Clinical Characteristics of Patient Set 1
	Group
	Number
	age
	stage
	Grading(quantity)

	pre-CA
	Pre1
	46
	ⅠA
	G2

	
	Pre2
	46
	ⅠB
	G1

	
	Pre3
	43
	ⅢA
	G2

	Normal
	Normal1
	47
	-
	-

	
	Normal2
	47
	-
	-

	
	Normal3
	49
	-
	-


Table S5  Clinical Characteristics of Patient Set 2

	
	
	pre-CA
	Normal
	Post-Ca

	Samples
	
	20
	30
	40

	Age(years)
	
	43.70±6.86
	45.80±6.17
	58.25±5.94

	Age at menarche (years)
	
	13.10±1.62
	13.14±1.10
	14.97±1.25

	Menstruation
	Regularity
	8
	30
	40

	
	Irregular
	12
	0
	0

	Pregnancies
	
	2.35±1.31
	2.64±1.28
	2.23±1.25

	Family history of cancer
	Yes
	2
	1
	3

	
	No
	18
	29
	37

	Hypertension
	Yes
	3
	0
	18

	
	No
	17
	30
	22

	Diabetes
	Yes
	2
	0
	9

	
	No
	18
	30
	31

	FIGO Stage
	Ⅰ
	11
	-
	32

	
	Ⅱ
	5
	-
	4

	
	Ⅲ
	4
	-
	4

	Grading (quantity)
	G1
	9
	-
	6

	
	G2
	9
	-
	19

	
	G3
	2
	-
	15

	Myometrial invasion
	<1/2
	13
	-
	25

	
	≥1/2
	7
	-
	15

	Lymph node metastasis
	Yes
	2
	-
	4

	
	No
	18
	-
	36


Table S6  primer of qRT-PCR (5'-3')

	miRNA
	RT primer
	F primer
	R primer

	hsa-miR-1269b
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCCAGTA
	ACACTCCAGCTGGGCTGGACTGAGCCATGC
	TGGTGTCGTGGAGTCG

	hsa-miR-1251-5p
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAGCGCC
	ACACTCCAGCTGGGACTCTAGCTGCCAAAG
	TGGTGTCGTGGAGTCG

	hsa-mir-6744-3p
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTGCAGGA
	ACACTCCAGCTGGGGGGCCTCTCTTGTCATC
	TGGTGTCGTGGAGTCG

	hsa-miR-133a-5p
	CTCAACTGGGTGTCGTGGAGTCGGGCAATTCAGTTGAGATTTGG
	ACACTCCAGCTGGGAGCTTGGTAAAATGGAA
	TGGTGTCGTGGAGTCG

	hsa-miR-1258
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTTCCAC
	ACACTCCAGCTGGGAGTTAGGATTAGGTCG
	TGGTGTCGTGGAGTCG

	hsa-miR-4455
	CTCAACTGGTGTTCGTGGAGTCGGCAATTCAGTTGAGAAAAAACAC
	ACACTCCAGCTGGGAGGGTGTGTGTGTTT
	TGGTGTCGTGGAGTCG

	hsa-miR-371a-5p
	CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAGTGCCC
	ACACTCCAGCTGGGACTCAAACTGTGGGGG
	TGGTGTCGTGGAGTCG

	hsa-miR-4521
	CTCAACTGGTGTCGTGGAGTCGGGCAATTCAGTTGAGCTGAGC
	ACACTCCAGCTGGGGCTAAGGAAGTCCTGT
	TGGTGTCGTGGAGTCG

	hsa-miR-6765-3p
	CTCAACTGGTGTTCGTGGAGTCGGCAATTCAGTTGAGCTGGGC
	ACACTCCAGCTGGGTCACCTGGCTGGCCC
	TGGTGTCGTGGAGTCG

	hsa-miR-6892-5p
	CTCAACTGGTTCGTGGAGTCGGCAATTCAGTTGATTCCTAC
	ACACTCCAGCTGGGGTAAGGGACCGGAGA
	TGGTGTCGTGGAGTCG

	Endogenous reference RNA

	U6
	-
	CTCGCTTCGGCAGCACATATACT
	ACGCTTCACGAATTTGCGTGTC


