>

w

TNRmax
TNRmean
N
TNRpeak

-

::%é

10=

%é; < ?%él%ﬁ

L T T T T T » T T T T T T T T
MET LYM LGG HGG MB MET LYM LGG HGG MB MET LYM LGG HGG MB
50 400
407 300
30
E g 200
20
SELT T “é e
0 T T ? T T 0 T T T T
MET LYM LGG HGG MB MET LYM LGG HGG MB
LYM LGG HGG MB LYM LGG HGG MB
MET _ 0.001 0.459 0.565 MET 0.878 0.323 0.469 0.012
LYm _ 0.012 0.002 LYM 0.327 0.262 0.02%
- 0.009 0.014 LGG 0.942 0.023
0.011
- 0.428 HGG
TNRmax MTV
LYM LGG HGG MB LYM LGG HGG MB
MET _ 0.001 0.360 0711 MET 0.013 0.044 0.332 0.024
o 0.004 0.010 e 0.218 0.020
0.478
HGG HGG L
TNRmean TLG
LYM LGG HGG MB
MET _ 0.008 0.171 0.651 B <0.001
EM [ 0.005 0.001-0.01
LG 0.014 0.010 0.01-0.05
HGG 0.597 >0.05
TNRpeak

Fig. 1. Pairwise comparisons of metabolic parameters across patients with different
tumor types. A. The TNR values— including TNRmax, TNRmean, and TNRpeak—
were highest in those with lymphoma and lowest in those with low-grade glioma.
Both the MTV and TLG were highest in patients with medulloblastoma. B.
Significant differences were observed in the TNRs between patients with lymphoma
and those with other tumors, as well as between low-grade glioma and other tumors
(»<0.05). A significant difference in MTV was observed between patients with
medulloblastoma and all other tumors (p<0.05). TLG values were significantly greater
in medulloblastoma and lymphoma than in those with metastasis, high-grade glioma
and low-grade glioma (p<0.05). MET: Metastasis; LYM: lymphoma; LGG: low-grade

glioma; HGG: High-grade glioma; MB: Medulloblastoma.



