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The horizontal axis represents functional domains, and the
vertical axis represents gene symbols. Red indicates genes
upregulated in Ptpn20KO compared with WT, whereas blue
indicates downregulated genes
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Mouse No.1 shows an APP band at 670 bp and a Ptpn20 band at 505 bp, corresponding to the WT
genotype. Mice No.2—6 show an APP band at 850 bp and a Ptpn20 band at 410 bp, indicating successful
generation of APPKI X Ptpn20KO double mutants. “M” denotes the molecular size marker.
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The schematic illustrates a proposed signaling framework linking Ptpn20 to RhoA-dependent regulation of the
actin cytoskeleton. Ptpn20 is depicted as potentially interfacing with focal adhesion kinase (FAK) and myosin
phosphatase target subunit 1 (MYPT1), both known modulators of RhoA activity. Blue arrows indicate putative positive
or permissive regulatory interactions, whereas the red arrow denotes a potential inhibitory influence of MYPT1 on RhoA.
RhoA activation feeds into two major downstream effectors —ROCK and mDia—which together regulate actin
polymerization, filament stability, and cytoskeletal organization. This diagram summarizes hypothesized relationships
based on observed phenotypes in Ptpn20-deficient choroid plexus tissue, while acknowledging that the direct
biochemical substrates of Ptpn20 remain to be identified.
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