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Figure S1. Heatmap of quality control of raw data (A) through FastP (B) and Trimmomatic (C). 
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	108-yangyongming
	0.9984
	 97-zhuhuaiwang
	0.9951
	71-bidan
	0.9758

	 104-liushuai
	0.9982
	 115-fanchangxi
	0.9933
	 EB5
	0.9621

	 53-huliangbin
	0.9977
	 10-LYF
	0.992
	 EB3
	0.9492

	 44-GJX
	0.9975
	125-zhangyanfeng
	0.992
	 EB9
	0.4072

	 62-hejianhua
	0.9974
	 EB27
	0.9848
	 EB7
	0.225

	 112-wujian
	0.9973
	 EB25
	0.984
	 30-XFZ
	0.2235

	 100-luyitong
	0.9971
	 EB17
	0.9827
	 EB20
	0.0623

	 134-gaolijuan
	0.9968
	 EB21
	0.9827
	 EB23
	0.0611

	 102-yanshengwei
	0.9967
	 EB24
	0.9815
	 EB2
	0.0567

	 19-GJC
	0.9962
	 EB1
	0.9802
	 EB10
	0.0268

	 126-huangxiaoyi
	0.9956
	 72-wangtao
	0.9784
	 EB8
	0.0258

	 88-shanghengcui
	0.9952
	 132-panyulin
	0.9777
	 16-CHJ
	0.0083


Table S1. Coverage percentag of 36 patients.
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(B) FastQC: Status Checks
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