Supplementary Figures

Supplementary Figure 1. FACS analysis confirming human DLBCL cells isolated from resected organs
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Supplementary Figure 2. Complete pathway enrichment results corresponding to Figure 2F.
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WP3932: Focal adhesion PI3K Akt mTOR signaling

G0:0071345: cellular response to cytokine stimulus

M67: PID ARF6 TRAFFICKING PATHWAY

G0:0001666: response to hypoxia

G0:0009266: response to temperature stimulus

G0:0032757: positive regulation of interleukin-8 production
G0:1902905: positive regulation of supramolecular fiber organization
G0:0043065: positive regulation of apoptotic process
G0:0007507: heart development

G0:0006979: response to oxidative stress

G0:0008285: negative regulation of cell population proliferation
G0:0030308: negative regulation of cell growth

G0:0030335: positive regulation of cell migration

G0:0006954: inflammatory response

WP3594: Circadian rhythm genes

M5885: NABA MATRISOME ASSOCIATED
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