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Fig. S1. Distribution of feature protein domains in Motile and Nomotile bacteria.
Note: This heatmap illustrates the relative abundances of the top 100 feature protein domains across 40 representative bacterial strains, including 20 Motile and 20 Nomotile bacteria randomly selected. Rows represent bacterial strains, grouped according to motility phenotype. Columns represent protein domains and are hierarchically clustered based on their abundance patterns. The color scale indicates relative domain abundance, ranging from red (high) through yellow to blue (low). Escherichia coli is highlighted as a reference control for motile bacteria.
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M_Cellulosilyticum lentocellum DSM 5427
M_Gracihbacillus kekenss CGMCC 110681
M_Mannobactenum georgiense DSM 11526
M_Methylobactennum brachytheen DSM 24105
M_Hwanghaeicola aestuarn DSM 22009
M_Bacillus ectomiformans D5SM 28970
M_Devosia subaequors DSM 23447
M_Alteromonas hispanica LMG 22958
M_Ervthrobacter ramosus JCM 10282
M_Paemibacillus eucommiae DSM 26048
M_Thiomcrorhabdus arctiea DSM 13458
M_Jeongeupia chitimlytica KCTC 23701

M_ Pararhodospinllum oryzae NBRC 107573
M_Pseudomonas tlexibihis CGMCC 1.1365
M_Duganella radweis KCTC 22382

M Neptunomonas aponica DSM 18939
N_Wenxima manna CGMOC 1.6105
N_Cystemniphilum Itorale DSM 101832
N_Microbacterium faecale CGMCC 1.15152
N_Bacteromdes reticulotermatis JCM 10512
N_Bifidobacterium longum subsp. suillum JCM 19995
N_Haloactinopolyspora alba DSM 45211
N_Microbulbifer rhzosphaerae CECT 8799
N_Lactobacillus kalixensis DSM 16043
N_Cocleimonas flava DSM 24830

N_Mewthermus hypogaeus NBRC 106114
N_Fructobacillus duriomis DSM 19113
N_Meiothermus cateniformans JICM 15151
N_Pacificibacter marinus DSM 25228

N_Advenella faecipore1 KCTC 23732
N_Nocardiowdes terrae CGMCC 1.7056
N_Psychrobacter glacier KCTC 42280
N_Alkalhibactenum thalassium DSM 19181
N_Mewthermus luteus KCTC 52599
N_Succimatimonas hipper YIT 12066
N_Defluviicoccus vanus Ben 114

Escherichia coli

— Motile

—— Nomotile




