
Gene: LdCL_320037600

Supplementary Figure 1
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Current Annotation

Leishmania donovani CL_SL Chromosome 32 (Positive strand)

Novel gene 1: Cytochrome oxidase c subunit VIb

Promastigote life stage

Gene: LdCL_320037500

Hypothetical
Rab5-interacting 
protein (Rab5ip)

Novel gene ORF

1,193,880 1,196,159 1,197,396 1,197,695 1,198,067 1,198,390

Novel_1                           MQSAKKRELCYKTRDAFHKCLDTLPEDPEKECAAQKKLFEQSCPKSWVSYFEKQREREVI   60
LTRL590_320038000                 MQSAKKRELCYETRDAFHKCLDTLPEDPEKECAAQKKLFEQSCPKSWVSYFEKQREREVI   60
                                  ***********:************************************************

  Novel_1                         LQLQVEQYKGR  11                                                 
   LTRL590_320038000              LQLQVEQYKGR  11                                                 
                                  ***********            

CLDTLPEDPEKECAAQK



Gene: _LdCL_040017900

Supplementary Figure 2
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Current Annotation

Leishmania donovani CL_SL Chromosome 04 (Negative strand)

Novel gene 2: Hypothetical protein

Promastigote life stage

Gene: LdCL_040017800

Leucine Rich repeat casein kinase I

Novel gene ORF

459,986 460,549 461,522 462,052 465,330 466,436

Novel_2                          MFRRCARRLGHQLIKEPMGHEETTFSRGDRTRNNALQHIYGLIGFCGVGCVLALFSFVSG  60
LGELEM452_040017600              MFRRCARRLGHQLIKEPMGHEETTFSRGDRTRNNALQHIYGLIGFCGVGCVLALFSFVSG  60

                                 ***********************************************************
Novel_2                          QRRVLTTITADGTITKGTCPTKWWNF  26                              
LGELEM452_040017600              QRRLQTTITADGTITKGTCPTKWWNF  26                               
                                 ***: *********************

EPMGHEETTFSR



Gene: LdCL_270022100

Supplementary Figure 3
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Current Annotation

Leishmania donovani CL_SL Chromosome 27 (Positive strand)

Novel gene 3: Hypothetical protein

Promastigote life stage

Gene: LdCL_270022000

Hypothetical

Novel gene ORF

667,182 667,838 668,443 668,685 670,016 670,189

Novel_3                                   MFLGGFVPRRFAQFNRDPWWMFFIFAIGAWAGEYPAMQIKYNARDLVLDPHRYVWSHLDD 60
LGELEM452_270022800                       MFLGGFVPRRFAQFNRDPWWMFFIFAIGAWAGEYPAMQIKYNARDLVLDPHRYVWSHLDD 60
                                          ************************************************************
Novel_3                                   HH 62
LGELEM452_270022800                       HH 62  
                                                               
                                     

MFLGGFVPR

 

Hypothetical



Gene: LdCL_320037500

Hypothetical

Supplementary Figure 4
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Current Annotation

Leishmania donovani CL_SL Chromosome 32 (Positive strand)

Novel gene 4: Hypothetical protein

Promastigote life stage

Gene: LdCL_320037500

Hypothetical

Novel gene ORF

1,186,037 1,186,633 1,192,549 1,193,376 1,193,880 1,196,159

Novel_4          MTRPLYYAFCYCEENVYKFLETISAMSDLFDRSCAVFMTSFCCAPCDEALNEWTSVVPYR 60
LSCM4_02987      MTRPLEYAFCYCEENVYKFLETISTMNDIFDRSCAVFMTSFCCRPCDEVLNEWTSVVPYR 60
                 ***** ******************:*.*:************** ****.***********

Novel_4          PYESSEFRKDITTWDYHVIALVRATRTGKWYVVDQDSRLPPTEDTELGSLAPHCIDLDKY 120
LSCM4_02987      PYESSELEKDLIVWDYHVIALVRATHAGKWYVVDQDSKLPPTEDAELGSLAPHCIDLHTY 120
                 ******:.**: .************::**********:******:************..*

Novel_4          VAQVLFLDTAVTNAVCSELTELLNRVRYRVIERDDYLSFFRSDRSHMQKEPGVYRTLPPQ 180
LSCM4_02987      VTQVLFLDTATSHSVCSELTELLNRVRYRVVEREDYLSFLRSDRSHMQKAPGVYRAKPPP 180
                 *:********.:::****************:**:*****:********* *****: ** 

Novel_4          WPLINGCSTCVGDEVRRRAESTLSALPSTLRANNLVCFINAANTTIPGVIIDRHSFADFF 240
LSCM4_02987      WPSVSGSSASVGDEVKKRAEAVLSALPSNLRANNLVCFINAANTSIPGVVMDRHSFEDFF 240
                 ** :.*.*:.*****::***:.******.***************:****::***** ***

Novel_4          R 241                                                           
LSCM4_02987      L 241                                                           

HSFADFFR



Gene: LdCL_330035800

Supplementary Figure 5
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Current Annotation

Leishmania donovani CL_SL Chromosome 33 (Positive strand)

Novel gene 5: Hypothetical protein

Promastigote life stage

Gene: LdCL_330035800

3-oxoacyl-acyl carrier protein synthase ii MRB1-associated protein

Novel gene ORF

1,144,867 1,146,246  1,155,816 1,157,342 1,165,395 1,166,903 

Novel_5            MPSLQRDPNSWMEAAAAHPPLTAVPNTVSASQMGHANTSTRSSMRRRVHSATAASASTVG 60
LDHU3_33.4010      -----------MEAAAAHPPLTAVPNTVSASQMGHANTSTRSSMRRRVHSATAASASTVG 60

                           *************************************************

Novel_5            AGSPMPHFIGAAPQAYSSPTFYRDPTALRGNDRAGTASPFRVLSSSQQQAELRANRSDSR 120
LDHU3_33.4010      AGSPMPHFIGAAPQAYSSPTFYRDPTALRGNDRAGTASPFRVLSSSQQQAELRANRSDSR 120
                   ************************************************************    

Novel_5            TMPPPPPPPPPNLAHEHDSRQERSFIFQLRGLPFAATRKDVESFLRTVDYDQLDVGTLAT 180
LDHU3_33.4010      TMPPPPPPPPPNLAHEHDSRQERSFIFQLRGLPFAATRKDVESFLRTVDYDQLDVGTLAT 180
                   ************************************************************    

Novel_5            GESSGNAFVELHGLRAAEKLGRLHNTVITVAADASVPARERPRPRYIEVLDADAARREQV 240
LDHU3_33.4010      GESSGNAFVELHGLRAAEKLGRLHNTVITVAADASVPARERPRPRYIEVLDADAARREQV 240
                   ************************************************************    

Novel_5            LRIDVLTARSALPLPRRFRAAAAAAANTSSVSGTSTDASQQQQQHPVRQAQHQAFVQPPP 300
LDHU3_33.4010      LRIDALTARSALPLPRRFRAAAAAAANTSSVSGTSTDASQQQQQHPVRQAQHQAFVQPPP 300
                   ****.*******************************************************    

Novel_5            QMSAEGGVRYFTTSPMTPLSVSSTLITPVSSQRFLDVSRYVCSPSATWNAYAQQQHSAPP 360
LDHU3_33.4010      QMSAEGGVRYFTTSPMTPLSVSSTLITPVSSQRFLDVSRYVCSPSATWNAYAQQQHSAPP 360
                   ************************************************************    

Novel_5            LPSSTMSMPHLVASQPAPVGSSGAPPMVRIQNVEGSGVMRSATSAPSAFYQFATPIAPQT 420
LDHU3_33.4010      LPSSTMSMPHLVASQPAPVGSSGAPPMVRIQNVEGSGVMRSATSAPSAFYQFATPIAPQT 420
                   ************************************************************    

Novel_5            QDPQQQRVPSTPNVSYFVVAAVPSPATLSEARSTYYVAPLSSTQAATAGSYYYLGSGSP 480
LDHU3_33.4010      QDPQQQRVPSTPNVSYFVVAAVPSPATLSEARSTYYVAPLSSTQAATAGSYYYLGSGSP 480
                   ***********************************************************    

SFIFQLR



Gene: LdCL_320037600

Supplementary Figure 6
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Current Annotation

Leishmania donovani CL_SL Chromosome 32 (Negative strand)

Novel gene 6:Hypothetical proteinb

Promastigote life stage

Gene: LdCL_320037500

Hypothetical ATPase

Novel gene ORF

2,817,803 2,819,224 2,820,110 2,820,433 2,820,981 2,822,036

Novel_6                             MLFRATAPSCMMFRPTLPSMMIFRPTSVNFVAHWFCGHKFRHRFMRDKRFHPSHQAACDA   60
LTRL590_360080700                    MLFRVTAPSCMMFRPTLPSMMIFRPTSVNLVAHWFCGHKFRHRFMRDKRFHPSHQAACDA   60
                                    ****.************************:******************************#
Novel_6                             RNRFSKRRHFKTNRWNYTQAYKDMP  85
LTRL590_360080700                    RNRFSKRRHFKTNRWNYTQAYKDMP  85                                                        
                                    *************************

WNYTQAYK



Gene: LdCL_250022900

Supplementary Figure 7
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Current Annotation

Leishmania donovani CL_SL Chromosome 25 (Negative strand)

Novel gene 7:Hypothetical protein

Promastigote life stage

Gene: LdCL_250022700

Hypothetical Elongation factor P (EF-P)

Novel gene ORF

657,240 658,637 659,239 659,658 660,255 660,956

Novel_7                MILFSAPLPSSLLSLCIAREAASTTATTPAVTLAMTQPLPPAREKAITRLPQYFPTSCKQ 60
LdBPK.25.2.001710      MILFSAPLPSSLLSLCIAREAASTTATTPAVTLAMTQPLPPAREKAITRLPQYFPTSCKQ 60
                       ************************************************************

Novel_7                CATQTDTFFRCFEAHAVMMDGHDVTTAKTSLQHCQTELREYMTCMEKYLAAKNKHWWKVW 120
LdBPK.25.2.001710      CATQTDTFFRCFEAHAVMMDGHDVTTAKTSLQHCQTELREYMTCMEKYLAAKNKHWWKVW 120
                       ************************************************************

TSLQHCQTELR


