Supplementary Figure 1 Promastigote life stage

A

N-terminal extension 1: Guide RNA binding protein

Leishmania donovani CL_SL Chromosome 08 (Positive strand)

Current Annotation

Gene: LdCL_080016300

479,254
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Current gene: LdCL_080016400 Gene: LdCL_080016500

480,534
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Supplementary Figure 2  promastigote life stage

A

N-terminal extension 2: Hypothetical protein

Leishmania donovani CL_SL Chromosome 09 (Negative strand)

Current Annotation
Gene: LdCL_090022300 Current gene: LdCL_090022400 Gene: LdCL_090022500

551,516
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Supplementary Figure 3  promastigote life stage

A N-terminal extension 3: RNA helicase

Leishmania donovani CL_SL Chromosome 09 (Negative strand)

Current Annotation

Gene: LdCL_090005700

14,521

B .
N-terminal 3

Current gene: LdCL_090005800

14,916 16,989

16,752

22,086

Gene: LdCL_090005900

20,693
20,693

22,823

MGPNRQRKPPNPGRGGRGRAAAPAGASAKATPSMITNAGRDLIIDVLHHAATGGSVPVSE 60
LdCL 090005800 W -—=-=-=-—-—-m oo
LdBPK 090090.1 MGPNRQRKPPNPGRGGRGRAAAPAGASAKATPSMITNAGRDLIIDVLHHAATGGSVPVSE 60
N-terminal 3 KHFDAKISSRVTFQRNAPLMPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 120
LdCL 090005800 --------------—mm——- MPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 41
LdBPK 090090.1 KHFDAKISSRVTFQRNAPLMPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 120
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N-terminal 3 LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 180
LdCL 090005800 LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 101
LdBPK 090090.1 LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 180
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N-terminal 3 GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPATYVQPLRRSSPESLPSL 240
L4CL_090005800 GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPATIYVQPLRRSSPESLPSL 161
LdBPK 090090.1 GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPATIYVQPLRRSSPESLPSL 240
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N-terminal 3 VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISATHGAVSSMKEVRPASSTPP 300
L4CL_090005800 VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISATHGAVSSMKEVRPASSTPP 221
LdBPK 090090.1 VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISATIHGAVSSMKEVRPASSTPP 300
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N-terminal 3 LDRDAAAKERSAVQQORKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 360
L4CL_090005800 LDRDAAAKERSAVQQORKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 281
LdBPK 090090.1 LDRDAAAKERSAVQQQORKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 360
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N-terminal 3 DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 420
L4CL_090005800 DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 341
LdBPK 090090.1 DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 420
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Supplementary Figure 4  promastigote life stage

A N-terminal extension 4: Protein transport protein SEC23

Leishmania donovani CL_SL Chromosome 10 (Positive strand)

Current Annotation

Gene: LdCL_100008500 Current gene: LdCL_100008600 Gene: LdCL_100008700
136,019 138,316 141,059 143,470 145,176 151,049

140,369 143,470

Njierminal_4 MNQGYNTYYSQGTPQGGAYGSSANYYGGAAAAPAGGVGSGYGAQAQPQOPQAQQVGAYGV 60
LdCL_100008600 =  -—--------mm oo
LdBPK.10.2.000330 MNQOGYNTYYSQGTPQGGAYGSSANYYGGAAAAPAGGVGSGYGAQAQPQOPQAQQVGAYGV 60
N-terminal 4 AQATSAGSWSNTYQGLGEYHSGVATAAPTSSPSQGYYGGGAATTTASSFQVGYDGYAQGA 120
LACL_100008600 = = ~——--——---mmm s e
LdBPK.10.2.000330 AQATSAGSWSNTYQGLGEYHSGVATAAPTSSPSQGYYGGGAATTTASSFQVGYDGYAQGA 120
N-terminal 4 TAAATNNGGVAAGVSNGSYAGVTAMNAYDPQSTQPAQQPYYPPQPPQGGYYGNANACQAN 180
LACL 100008600 = === =—-—-— oo -
LdBPK.10.2.000330 TAAATNNGGVAAGVSNGSYAGVTAMNAYDPQSTQPAQQPYYPPQPPQGGYYGNANACQAN 180
N-terminal 4 STPAAAAAPAPAVLNTTDDNGLRWTWSCYPTTSKAKTKENPSAATLAMPEMVIPMSCMYT 240
LACL_100008600 =  —=-=-—------ o MVIPMSCMYT 10
LdBPK.10.2.000330 STPAAAAAPAPAVLNTTDDNGLRWTWSCYPTTSKAKTKENPSAATLAMPEMVIPMSCMYT 240
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N-terminal 4 PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 300
LdCL_100008600 PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 70
LdBPK.10.2.000330 PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 300
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LdCL_100008600 HPALMYETVEFVLANPPTPVVAPPQPQPAPAFIFVVDTCIPSGEMASLRTSLLESLQYLP 130
LdBPK.10.2.000330 HPALMYETVEFVLANPPTPVVAPPQPQPAPAFIFVVDTCIPSGEMASLRTSLLESLQYLP 360
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N-terminal 4 RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 420
LdCL_100008600 RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 190
LdBPK.10.2.000330 RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 420
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Supplementary Figure 5  promastigote life stage

A N-terminal extension 5: Gryzun

Leishmania donovani CL_SL Chromosome 10 (Positive strand)

Current Annotation

Gene: LdCL_100005200 Current gene: LdCL_100005400 Gene: LdCL_100005500

b g
11,481 12,962 22,263 25,076 25,934 28,693
21,894 25,076

N-terminal 5 MNFLTGIYSDASYRFYWDTNPRFCVAAVASHVEDAEKVSQVLQQVSPRMTIVCTDKIVLD 60
LACL 100005400 === === e e
LAEL147 000130900 MNVLSGIYSDASYRFYWDTNPRFCVATVASHVEDAEKVSQVLQQVSPRMTIVCTDKIGLD 60
N-terminal 5 TSRKAASSSDASQLLRSDWCVKRQKSVFSCIVLVCFLDRLGVNVTAAKLSEELVLCLGAS 120
LACL 100005400 === e e e e e e e e
LAEL147_000130900 TSRKEASSSDASQLLRSDWCLKRQTSVFSCIVLVCFLDRLGVNATAAKLSEELVLCLGAS 120
N-terminal 5 VESMRCDVVFAPVAESTADSNEELRDSIEKSLRSLLGSRLAGSVLQTIENGVWRGIAALQ 180
L4dCL_ 100005400 ---MRCDVVFAPVAESTADSNEELRDSTIEKSLRSLLGSRLAGSVLQTIENGVWRGIAALQ 57
LAEL147_000130900 LESMRCDVVFAPVVESTAESKEELRDSIEKSLRSLLGSRLAGSALQTIENGVWRGIAALQ 180
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N-terminal 5 SLVFDSTVAYHKGEVRRLRDRKEMLNDDSDQRRALPGLHFKIGWHYLVLHNFSSARQQOML 240
LdCL_100005400 SLVFDSTVAYHKGEVRRLRDRKEMLNDDSDQRRALPGLHFKIGWHYLVLHNFSSARQOML 117
LAEL147_ 000130900 SLVFDSTFAYHKGEVRRLRDRKEMLNDDSDQRLALPGLHFKVGWHYLVLHNFSSARQOML 240
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N-terminal 5 SGLRKIKTLFPLFPSFEARLCGCVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 300
L4CL_100005400 SGLRKIKTLFPLFPSFEARLCGCVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 177
LAEL147_000130900 SGLRKIKTLFPLFPSFEARLCGSVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 300
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N-terminal 5 YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLMARQCCDYLVASAQALQDCDAFFPS 360
L4CL_ 100005400 YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLMARQCCDYLVASAQALQDCDAFFPS 237
LAEL147_000130900 YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLEARQCCDYLVAAAQALQDCDAFLPS 360
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Supplementary Figure 6  promastigote life stage

A N-terminal extension 6: Kinesin

Leishmania donovani CL_SL Chromosome 11 (Positive strand)

Current Annotation

Gene: LdCL_110014000 Current gene: LdCL_110014100 Gene: LdCL_110014200

323,471

N-terminal 6
LdCL 110014100
LAEL147 000155500

Kinesin

328,798

330,534
330,333

334,787
334,787

341,156

MSGSPLNSSLQPALTASDEAVINEGVSVVVRVRPLSTKERADARVHNCIKCLPDCVIIDG

MSGSPLSSSLQPALTASDEAVINEGVSVVVRVRPLSTKERADARVHNCIKCLPDCVIIDG

342,130

N-terminal 6 SAHARASMHASPAGPASQPTRATTRPYQFSVDQVFNTHASQIEVYEQSCKRIVEGIFHGI 120
LdCL_110014100 ------- MHASPAGPASQPTRATTRPYQFSVDQVEFNTHASQIEVYEQSCKRIVEGIFHGI 53
LAEL147_000155500 SAHARASMHASPAGPASQPTRATTRPYQFSVDQVFNTHASQIEVYDQSCKRIVEGIFHGI 120

N-terminal 6
LdCL 110014100
LAEL147_000155500

N-terminal 6
LdCL 110014100
LAEL147_ 000155500

N-terminal 6
LdCL_ 110014100
LAEL147_000155500

N-terminal 6
LdCL 110014100
LAEL147_000155500
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Supplementary Figure 7

Promastigote life stage

A N-terminal extension 7: Tyrosyl or methionyl-tRNA synthetase

Leishmania donovani CL_SL Chromosome 16 (Positive strand)

Current Annotation
Gene: LdCL_160016700

436,448

435,975

B

N—terminal_G
LdBPK.16.2.001170
LdCL 160016800

N—terminal_6
LdBPK.16.2.001170
LdCL 160016800

N—terminal_6
LdBPK.16.2.001170
LdCL 160016800

N—terminal_6
LdBPK.16.2.001170
LdCL 160016800

C
MASHAEGR

Current gene: LdCL_160016800 Gene: LdCL_160016900

437,301
437,130

438,221

MASHAEGRLLRRSVPYVESWIAELTPKPVASAAGAAPAPKGKAKGGAASTGTENATAMSR
MASHAEGRLLRRSVPYVESWIAELTPKPVASAAGAAPAPKGKAKGGAASTGTENATAMSR

CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV
CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV

CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV
R T T T e T

LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE
LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE

LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE
Kkkkhkkkkhkkkkhkkkhkkkhkkkhkkkhkkhkhkkkhkkrkhkkkkkkkkkkkkkkkkkkx

GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 237
GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 237

GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 180
Kkkkkhkkkhkkhkkhhkhkhkhkhhkhhkkkhhkhhkhkkhhkhhkkkhhkhhkkkkhkkk

Tyrosyl or methionyl-

tRNA synthetase
437,843
437,843

438,295

120
120

180
180
123

LOProD6.raw #1372 RT. 13.6517 min

250 4
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Supplementary Figure 8  promastigote life stage

A N-terminal extension 8: Alpha/beta hydrolase family

Leishmania donovani CL_SL Chromosome 17 (Negative strand)

Current Annotation

Gene: LdCL_170012800 Current gene: LdCL_170012900 Gene: LdCL_170013000
Alpha/beta hydrolase
family
322,428 323,768 325,186 326,154 328,825 332,073

324,907 326,154

Njierminal_S MRSVRWMRRAAAGAVSGDAATALSAGASKPAAATASTSGMVSSRNEGMGGVPPPPAPPVN 60
LACL 170012900 == mmmmm o e oo oo o
LAEL147_ 000248200 MRSVRWMRRAAAGAASGDAATAPSAGASKPAATTASTSGIDASRKEGMGGVPPLPAPPVN 60
N-terminal 8 GARRTIGSTKAWHTLTFRPWQLHTVKDAEARS SMPTTVLYHGDQLGPRPLVILDHSVARL 120
LACL 170012900  =—=======—mmmmmmmmmmmm o MPTTVLYHGDQLGPRPLVILDHSVARL 27
LAEL147_ 000248200 GAGRTTGSTKAWHTLTFRLWQLHTVKDGEARS SMPTTVLYHGDQLGPRPLVILDHSVARL 120
hkkkhkkkhkkkkkkkhkkkhkkkkhkkkkkkk
N-terminal 8 EQSATAVLDACQEAAKRYEAMLSSLAWDHGAVFVPLQVSIGEINVMEQSCRHVCAVLDAM 180
LdCL 170012900 EQSATAVLDACQEAAKRYEAMLSSLAWDHGAVFVPLQVSIGEINVMEQSCRHVCAVLDAM 87
LAEL147 000248200 EQSATAVLDACQEAVKRYEAMLSSLAWDHGAVFVPLQVSIGEISVMEQSCRHVCAVLDAM 180
khkkhkhkkhkkhkkhkhk dhhkkkkkkkhkhkhhkhkkhhkhkhhhkkhhkhkhhk dhhkkkhkkkhkkkhkkkk
N-terminal 8 DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 240
LdCL_170012900 DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 147
LAEL147_ 000248200 DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 240
kkkhkkkhkhkkkhkkkhkhkkhkhkkkhkkkhkhkkkhkkkhkhkkhkhkkkhkkkhkhkkkhkkkhkkkhkhkkkhkkkkkkx
N-terminal 8 DVNVPPAELSFAIESLRSALEATLPYPAAADKSLYEDHLFS-ASVFREKGLVRDEHRYVP 300
LdCL_170012900 DVNVPPAELSFATESLRSALEATLPYPAAADKSLYEDHLFS-ASVFREKGLVRDEHRYVP 207
LAEL147_ 000248200 DVNVPPAELSFAIESLRSALETTLPYPAAADKSLYEDHLFSSASVFREKGLVRDEHRYVP 300
khkkkdkkdkhkhkhkhkhhkhhkhhkhhkdhdhk :khkhkkhkhkkhkhkhkkhkkhkhkhhkh hhkkhkhkkhhkhkhkhkhkhkkk
N-terminal 8 VRHLAQVHHPLQLLVPVKQPITDVAIHKEFFGLRRPTVIKTADNHEDLLSAKCADEVADV 360
LdCL_170012900 VRHLAQVHHPLQLLVPVKQPITDVAIHKEFFGLRRPTVIKTADNHEDLLSAKCADEVADV 267
LAEL147 000248200 VRHLAQVHHPLQLLVPVKQPITDVAIHREFFGLRRPTVIKTADNHEDLFSAKCADEVADV 360
khkkhkhkhkkhkkhkhhkhkhkhhkhkhhkhkhhhkhkkh . khkhkhkhhhkhhhkhkhhhkhhhhkdk . khkkhkkkhkkkk
N-terminal 8 VRAWMQRFEPDVVMKRRFEKAAKEMAQLMGSSAPFGEKDDGNTKK - SEKKEKKKGRQ 416
LdCL_170012900 VRAWMQRFEPDVVMKRRFEKAAKEMAQLMGS SAPFGEKDDGNTKK-SEKKEKKKGRQ 324
LAEL147_ 000248200 VRAWMQRFEPDVVMKRRFEKAAKEMVQLMGSSASFGEKDDGNTEKKSAKKEKKKGRQ 417

khkkkkkhkkkkkkhkhkkhkhkkhkhkhkhhkkhkk dhkkkkk khkkkkkkkk -k % *hkkkkkkkk

C
SSMPTTVLYHGDQLGPRPLVILDHSVAR

LDProF9.raw #3681 RT. 53.0093 min
FTMS, 1020.8774@hcd38.00, 2=+3, Mono m/z=1020.54529 Da, MH+=2055.62121 Da, Match Tol.=0.050a

300 4

Intensity [counts] (109)
.
]
S

017.15220

100 4 \ 70432935 |

by-H:0

6931567 yt 586.0 a6, b
288.10245 569.31567 76545459 b§b.0}9&4 }
04 . - 1 U '|.I||Jl . .
500 1000 200 o




Supplementary Figure 9  promastigote life stage

A N-terminal extension 9: ATP12 chaperone

Leishmania donovani CL_SL Chromosome 18 (Negative strand)

Current Annotation

Gene: LdCL_180008300

141,870

140,701

N—terminal_9
LdCL 180008400
LGELEM452 180008600

N-terminal 9
LdCL_180008400
LGELEM452 180008600

N—terminal_9
LdCL_180008400
LGELEM452 180008600

N-terminal 9
LdCL_ 180008400
LGELEM452 180008600

N-terminal 9
LdCL_180008400
LGELEM452_ 180008600

N-terminal 9
LdCL_ 180008400
LGELEM452 180008600

N-terminal 9
LdCL_180008400
LGELEM452_ 180008600

Current gene: LdCL_180008400 Gene: LdCL_180008500

143,212 144,126 145,142 146,212
142,927 144,126

MRPFTLAKGAAPRQLLAVAIAAARMSVSSSTPAEPSTPAGASQATAATGPTVAPKKPRRR 60

MRPFTLATGAAPRQLLAVAIATARMSVSSSTPAEPSTPGGASQAEAATGPTVAPKRPRRR 60

IASKLDASALLKNVPSEPGAHAELSTAELERKVEEMSRMNSKQLEEVMRKFEEQENESSR 120
——————————————————————————————————— MSRMNSKQLEEVMRKFEEQENESSR 25
ITSKLDASALLKNVPSEPGAHAELSTAELERKVEEMSRMDSKQLEEVMRKFEEQENESSR 120
Kkkk ckkkkkkhkkkkkkkhkkkhkx
VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEGRY IGWFAVTVDGRKVKAMKSSQVL 180
VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEGRYIGWFAVTVDGRKVKAMKSSQVL 85
VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEDRYPGWFAVTVDGRKVKAMKSSQVL 180
Kkhkkhkkhkkhkkhkhkhkhkhkhkhkhkhkhkhhhhh kk hhkkhkhhkhhkhrkhrhrhrhhkkrk
AVPSEAMACCCAQEYAEQTGYINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQNDNL 240
AVPSEAMACCCAQEYAEQTGYINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQNDNL 145
AVPSEAMACCCAQEYAEQTGHINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQSDNL 240
Kkkkkkkkhkkrkhhhhkhkhhk - kkkhkkkkhkkkhkrkkhkkkhkkkkkkkhkrkkhkk *rk
YFRAAPTAAKQDAMIAPITAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 300
YFRAAPTAAKQDAMIAPITAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 205
YFRAAPTAAKQDAMIAPIIAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 300
R T T T e T T T T I T I T TS T T T I E
YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTTLAINRAEEQHSISEAGLVAGYHDIREAD 360
YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTTLAINRAEEQHSISEAGLVAGYHDIREAD 265
YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTALAINRAEEQHSISEAGLVAGYHDIREAD 360
e e T g T T T T R T T T T T T T TR T TR T e
AVTKICACAMTWKLMKDVPLAKCLEMPRAASAVEEAEAI 399
AVTKICACAMTWKLMKDVPLAKCLEMPRAASAVEEAEAI 304

AVTKICACAMTWKLMKDVPLAKCLEMPRAASAMEEAEAV 399
Kkkhkkkkkhkkkhhkhhhhhkhkrkkkhkkkhkdkrkk  kkkkk -

NVPSEPGAHAELSTAELER
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g
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Supplementary Figure 10

A

Promastigote life stage

N-terminal extension 10: Vacuolar protein sorting-associated protein 16

Leishmania donovani CL_SL Chromosome 18 (Positive strand)

Current Annotation

Gene: LdCL_180015900

,818

446,527 448

N—terminal_lO
LdCL 180016000
LAEL147_000268700

N-terminal 10
LdCL 180016000
LAEL147_000268700

N-terminal 10
LdCL 180016000
LAEL147_000268700

N-terminal 10
L4CL 180016000
LAEL147_000268700

N-terminal 10
L4CL 180016000
LAEL147_ 000268700

N-terminal 10
LACL 180016000
LAEL147_ 000268700

C
FDNSLVAHSGCGGLVALFSPR

Current gene: LdCL_180016000
Vps16

452,029
452,029

449,534
449,240

452,970

MPHKRHFDQTSRLGSWISLGADALLRFSELENYSNSLPFKFDNSLVAHSGCGGLVALFSP

MPHKRHFDQTSRVGSWISLGADALLRFSELEDYSNSLPFKLDNSSVAHSGCGGLVALFSP

RACNFSTNENSIFLFHLAGAPLQKRIRIPLKAIESVVYMTWNKAADHLIVVSNTGFVHFY
—————————————————————————————————————— MTWNKAADHLIVVSNTGFVHFY

RACNFSANENSIFLFHLAGTPLOQKRTRIPLKAIESVVYMTWNKAADHLIVVLNTGFVHFY
hhkkkhkkkhkkhkkhkk khkkkkkkk

NYCGATAATSLPMEIPVVCTSCDNGFVALIDTATEAKLVLVHLGPQKEYTVRELSLPQST
NYCGATAATSLPMEIPVVCTSCDNGFVALIDTATEAKLVLVHLGPQKEYTVRELSLPQST

NYCGATAATSLPMEIPVVCTSCDNGFVALVDTATEAKLVLVHLGPQKEYTVRELSLPQST
Thkkkkhkhkhkhkhkkdkhhhhkhkhkhkhkhkhkhkhkdhdhhh  khkkkhkkkkkhhhhkkhkhkhkkkkkkkhhkkkhk

RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCVFGASNSSFLELDVPVEGGR
RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCVFGASNSSFLELDVPVEGGR

RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCAFGASNSSFLELDVPVEGGR
Thkkkhkhkhkhkhkhhdkdhhhhhkhkhkhkhkhkkkkdhhhhkhkhkhkhkhkhkkkkdhdh *hkkhkhkhkkkkkkkhhkkkhk

VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVQOMTWCGSHCVAYLQ
VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVQOMTWCGSHCVAYLQ

VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVOMTWCGSHCVAYLQ
Ihkhkkhhkhkhhkhhkhkhhhkkhhkkhkhhhkhhkkhkhrhhkkhhkkhkhkkkhhkkkhkhrkkhkkkkkx

RMQYGSASGEAEGEGEDYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL
RMQYGSASGEAEGEGEDYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL

RMQYGSAS—GEGGCEEYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL
dkkkkhkkk _kk  kokkkkkkkkkkkhkkkhkkhkkkkkkhhhkhkkhkkkkkkkkkhhkkkkk

Gene: LdCL_180016100

453,968

60

60

120
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240
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Supplementary Figure 11

A

Promastigote life stage

N-terminal extension 11: Hypothetical protein

Leishmania donovani CL_SL Chromosome 19 (Negative strand)

Current Annotation
Gene: LdCL_190005000

1,211

N—terminal_ll
LdCL_190005100
LINF_190005100

N-terminal 11
L4CL_190005100
LINF_ 190005100

N-terminal 11
L4CL_190005100
LINF 190005100

N-terminal 11
L4CL_190005100
LINF 190005100

N-terminal 11
L4CL_190005100
LINF 190005100

N-terminal 11
L4CL_190005100
LINF_ 190005100

N—terminal_ll
L4CL_ 190005100
LINF_190005100

MSAGPKPEPR

Current gene: LdCL_190005100 Gene: LdCL_190005200

2,098 3,384

3,039

5,207

MSAGPKPEPRQAPRERNSPKPPTANSSSAPAERPQRRRDNAERREGGERGERGDRRDRPE

MSAGPKPEPRQAPRERNSPKPPTANSSSAPAERPQRRRDNAERREGGERGERGDRRDRPE

ROQERPRRPQAGLAAAAERSKPATEEKAHGPVVHVKGDIASGSTWAKNGSGPSFADMVRQOR

RQERPRRPQAGLAAAVERSKPATEEKAHGPVVHVKGDIASGSTWAKNGSGPSFADMVRQR
* % %k k%
TSVGAGALAAKETPSPLKGAQSQVRTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN
TSVGAGALAAKETPSPLKGAQSQVRTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN
TSVGAGALAAKETPSPLKRAQSQVQTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN
kAkhkkkhkkkhkkkhkkhkkhkkhkkkk *kkkk : kAkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkhkkhkkkkkkkk
TVQAPAVMEMEPI PEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ
TVQAPAVMEMEPIPEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ
TVQAPAVMEMEPI PEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ
Ahkhkhkhkhkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkkhkhkkkkxk
AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQOHAWPSASQFDYWNNAP
AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQHAWPSASQFDYWNNAP
AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQHAWPSASQFDYWNNAP
Ahkhkhkhkkhkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkhkkxk
ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPEN
ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPEN
ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPEN
Ahkhkkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkkkxk
RASQPTNGGGVW 372
RASQPTNGGGVW 257

RASQPTNGGGVW 372
*hkkkkkkkkkkk

4,157
4,157

5,530

60
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Supplementary Figure 12

A

Promastigote life stage

N-terminal extension 12: Intraflagellar transport protein 80

Leishmania donovani CL_SL Chromosome 19 (Positive strand)

Current Annotation

Gene: LdCL_190008200

121,847

119,826

N-terminal 12
LdCL_190008300
LTRL590_190008000

N-terminal 12
LACL 190008300
LTRL590_190008000

N-terminal 12
LdCL_190008300
LTRL590_ 190008000

N—terminal_12
LdCL 190008300
LTRL590_190008000

N-terminal 12
LACL 190008300
LTRL590_ 190008000

N-terminal 12
LdCL_190008300
LTRL590_190008000

C
WNANGEALGVVK

Current gene: LdCL_190008300 Gene: LdCL_190008400

MRLNITSAKERHGEACTTVAVSLNGDIISGSDDFTVRRWNANGEALGVVKEFDSCVTFVT

MRLNITSAKERHGEACTTVAVSLNGDIISGSDDFTVRRWNANGEALGVVKEFDSCVTFVT

WVPRVGRGARLARGAAAETREGRDNCLVACADGSFSFVNTASGRVERTIEAHAGSITAAV

WVPAVGRGARLARGAAAETREGRDNCLVACADGSFSFVNTASGRVERTIEAHAGSITAAV

YPADGSSIITAGEDGCVKVWSQAGIPRTTLANAGRCINALCWGTEAAELGGDCVLYAVGS

YAADGSSIITAGEDGCVKVWSQAGIPRTTLANAGRCINALCWGTEATELGGDCVLYAVGS

DVVIKPLNPAMKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGAYKVWDPCGCSIFVSAA
—————————— MKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGAYKVWDPCGCSIFVSAA

DVVIKPLNPAMKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGVYKVWDPYGCSIFVAAA
Thkhkhkhkhkhkkkkhhhkhkhkhkhkhkhkkkkhhhhkhkhkhkhkhkk dhhhkkk khkkkkk %%

GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG
GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG
GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG

khkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkkk

NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL
NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL

NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL
hhkkkhkhkhkhhhhkhhhkhhkhhhkhkhhkhhkhhhhkhkhhkhkkhkhrkhkhhkhkhkhhhkhhkrkkkhrkkkhhhk
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Supplementary Figure 13

A

Promastigote life stage

N-terminal extension 13: 50S ribosome-binding GTPase/Dynamin family

Leishmania donovani CL_SL Chromosome 22 (Negative strand)

Current Annotation

Gene: LdCL_220009800

197,935

196,688

N—terminal_13
L4CL 220009900
LGELEM452 220010000

N-terminal 13
LdCL_220009900
LGELEM452 220010000

N-terminal 13
LdCL_220009900
LGELEM452 220010000

N-terminal 13
L4CL 220009900
LGELEM452 220010000

N—terminal_13
L4CL 220009900
LGELEM452 220010000

N-terminal 13
LdCL_220009900
LGELEM452 220010000

Current gene: LdCL_220009900

200,198
200,198

203,858

MYRRLSRVASSQAESRPRTVASAAGWAPTQSFSTAHSPRGSFNSGAVSWLVAASRGLRMH

MHRRLSRVASSQADSRLRTVASAAGWVPTQSFSTAHPPRGAFNNAAVPSLVAASRSLRTN

TFVMGTPVNRVQRRGYFSNGPHHQEHSVNLDSGTGKATDGSGASAALSLSSGASSHAAVQ

TFVMGTPANRAQRRGYSSSGPHHQEHSVNLDSGAGKAADGSGASAALSLSSWASSHAAVQ

AGIEAELQALRSSYLEPYDGVYRFLTPFKSTTPMVMFLGNHSSGKSTLINYLSGCEIQET
————————————————————————————————— MVMFLGNHSSGKSTLINYLSGCEIQET

AGIEGELQALRSSYLEPYDGVYRFLTPFKSTTPMVMFLGNHSSGKSTLINYLSGCEVQET
Tkdkkhkhkhkhkhkkkhkkkhkhkhkhkhhkk - kkk

GVAPTDDGFTVIKRGTYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ
GVAPTDDGFTVIKRGTYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ

GVAPTDDGFTVIKRGAYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ
kkhkhkhkhkhkhkhhhhhkhkhk :khkhkhkhhhhhkhhkhkhkhhkhhhhkkhkhkhkhkhkhkhhhkkkkhkhkkhhhhkkk

IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLAVTRWFAQQSDVILLMFDPANP
IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLAVTRWFAQQSDVILLMFDPANP

IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLGVTRWFAQQSDVILLMFDPANP
kkhkhkhkhkhkhhhhkkkhkhhhkhhhhkkkhkhhkhhhhhhkkkhk *hhkhhhkkkhkhkhkhkhhhhhkkk

GTTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV
GTTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV

GITTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV
kkhkhkhkhkhhkhhhkhhhkhhhhhhhhhhhhhhhhhhhhhhhhhhhhhhhkkhhhhhhhhhkkk

Gene: LdCL_220010000

508 ribosome-binding
GTPase/Dynamin family
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Supplementary Figure 14

A

Promastigote life stage

N-terminal extension 14: Kinesin

Leishmania donovani CL_SL Chromosome 23 (Negative strand)

Current Annotation
Gene: LdCL_230013700

266,604

N-terminal 14
L4CL_230013800
LAEL147_000359800

N-terminal 14
LdCL 230013800
LAEL147_000359800

N-terminal 14
L4dCL_ 230013800
LAEL147_000359800

N—terminal_14
L4CL_230013800
LAEL147_000359800

N-terminal 14
L4CL_230013800
LAEL147_000359800

N-terminal 14
L4dCL 230013800
LAEL147_000359800

VSEITSFR

Current gene: LdCL_230013800

MLNGEPRLIQAPKRLKGRGAGRGTARDGYGDTPYRGPTSARPTTPVRSGRKAARSPLQPR

MLNGEPRLIQAPKRRKGNGAGRGTERDGYGDTPYRGLTSARPTTPVRSGPKAARSPLQPR

LONPDRNLTTEDAAEGTEAFKNRVSE ITSFRVVSRVRPFIKEELAEMEGQERRSVVEMTN
—————————————————————————————————————————————— MEGQERRSVVEMTN

LONSDRNLTSEDAAVGTEAFKNRVSEITSFRVVSRVRPFIKEELAEMEGQERRSVVEMTN
Khddeokdodokddkokdokkk

TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV
TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV

TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV
hhkkkkhkhkhkhhkhhkrkhkhhkrkhkhhkhkkhkhkhkhkhhkkhkkhhkrkkhhrkkhhrkkkhrkkkkhkx

PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME
PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME

PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME
hkkhkkhkhkhkhhhhkhkhhhhhkhkhhkhkhkkhhkhkhkkhhhkhkhkhhkhkhkhhrkhkhhhhkkhhhhkkkhkhx

EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNERLQDARIRQDPYSGPFV
EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNERLQDARIRQDPYSGPFV

EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNEHLODARIRQDPYSGPFV
hkkhkkhkhkhkhkhhhhkhhhhhkhkkhhhkhkkhhkhkhkhhhhkhkhkkhhhhkkdhk : kkkhkhhkkkkhkkkhkhx

EGVTKYEVENWAQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA
EGVTKYEVENWAQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA

EGVTKYEVEDWTQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA
Thkkkkhkhh :k:hkhkhkhkhkkkkkkkhhhhkhkhkkhkrkkkkkkkkhkkkkkkhhhhkkkkkrkrkkkx

Gene: LdCL_230013900

269,738 274,072 276,042 278,393 281,611
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Supplementary Figure 15

A

Promastigote life stage

N-terminal extension 15: Cyclin 10

Leishmania donovani CL_SL Chromosome 24 (Negative strand)

Current Annotation
Gene: LdCL_240025200

718,570

715,775

B .
N-terminal 15
L4CL_240025300
LAEL147_000394600

N-terminal 15
LdCL_ 240025300
LAEL147_000394600

N-terminal 15
L4dCL_ 240025300
LAEL147_ 000394600

N—terminal_15
L4CL_ 240025300
LAEL147_000394600

N-terminal 15
L4CL_240025300
LAEL147_000394600

N-terminal 15
LdCL_ 240025300
LAEL147_000394600

C
GVDEIEKPLICHFFR

Current gene: LdCL_240025300
Kinesin

729,036
728,856

731,012
731,012

733,059

MVONGRNHAGDANNHSSSHTEDGNTSRVYSPPRLSPAVPPRGVDEIEKPLICHFFRKPST

MVONGRNHAGDANSHSSSHAEDGNTSRAYYPPRLSPAAPPRGVDEIEKPLICHFFRKPSP

MQIGLAGCNSSLHTSPSSGSAAGSGFYGARGQEAAASATVDSSGANGLCAGATMLSPSAT
MQIGLAGCNSSLHTSPSSGSAAGSGFYGARGQEAAASATVDSSGANGLCAGATMLSPSAT

MQIGLAGCNSSLHTSPNSGSAAGSGFYGARGQEAASSATVNSSGTNGLCAGATMLSPSAT
Thkkkkkrk Ak hhhhhh _ dkkkkhhhhhkhhkhkhkrkrhkh: kkkk-kkk - kkkkkkkkkkrkrkkkx

PTLPPLPSTMDEPVDLFPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY
PTLPPLPSTMDEPVDLFPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY

PTLPPLPSTMDEPVDLLPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY
Thkkkkhkhkhkhhhhhhkhk - kkkkkkhhhhhkhkhkhkhkhkhkhkhkhkhkkhkkkkkkkhhhhkhkhkhkkkhkhkkk

AIDCTIAAHEVLRQKHGIPAHVSSPASPSATTLNGATDAERSPRGSVNGGLTCANTTGSS
AIDCTIAAHEVLRQKHGIPAHVSSPASPSATTLNGATDAERSPRGSVNGGLTCANTTGSS

AIDCTIAAHEVLRQKHGIPAHVSSPASPSANTLNGATDAKRSPRGSANGGPTCADTAGSS
Ihkkkhkhkhkhkhkhkhhhhhkhkhkkkkkkhhhhhhhkh *hkkhkhkhkhkk-kkkkkk _*kk *khkk:-%.kk*

SSGSGKATLPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLLCM
SSGSGKATLPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLILCM

S-GSGQAALPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLLCM
h kkkok:okkhkhkhkhkkhhkhkhkkhhkhkhkkhhkhkhkkkhhkhkkkhhkhkhkkhhkhkhkhhkhhkkkhhhkkkhkhx

HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQON
HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQON

HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQN
Ik kkhkkhkhhkhh Ak khh Ak khhkkkkhkkkkhkkkkhhkkkhhrkkhhrkkkhhkkkkhkx

Gene: LdCL_240025400

735,545
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Supplementary Figure 16  promastigote life stage

A N-terminal extension 16: Hypothetical protein

Leishmania donovani CL_SL Chromosome 28 (Negative strand)

Current Annotation

Gene: LdCL_280008500 Current gene: LdCL_280008600 Gene: LdCL_280008700
111,702 112,565 113,564 113,941 114,842 116,020

113,327 113,941

B
N-terminal 16 MATCLGVTMRAVISALLLCGLVAEVTFADPVRSTEYAGRVAAVTCCERVETAWPILRSWS 60
L4dCL_ 280008600  -—------mm oo
LTRL590_280008500 MTTCPGATLRAVLSALLLCGLVAEVTFADPVRSTEYAGRVAAVTCCERVETAWPILRSWS 60
N-terminal 16 RTCANERARGYATVKRFATMLAAYSRSSAPALTLSQVCRGKYLSREAVQAFFEHAFCGAL 120
L4dCL_280008600  ---------mm—mm————- MLAAYSRSSAPALTLSQVCRGKYLSREAVQAFFEHAFCGAL 41
LTRL590_280008500 RTCANERARGDATVKRFATMLAAHSRSSAPALTLSQVCRGKYLSPEAVQAFFEHAFCGAL 120
dhkkkhhkhkhkhkhhkhhkhkhhhhkhkkhkhhkk hhkkkhkhkhkkkhhkhkk
N-terminal 16 PITHTDLVHSAYSPLMEDAPHDEDALASDVAVECQRLOQRWTMQAEQWEELLGGRHDLAD 180
L4CL_280008600 PITHTDLVHSAYSPLMEDAPHDEDALASDVAVECQRLQORWTMQAEQWEELLGGRHDLAD 101
LTRL590_280008500 PITHTDLVHSAYSPLMEDAPHDEDALTSDVAVACQRLQORWTMQAEQWEELLGGRHDLAD 180
hkkhkkhkhkhkhkhhkhhkhkhhhhkhkhdhhhkhhkdh - khkkkhk *hkkhkhkkkhhhhkkkhhkhkkhhhkkkhhx
N-terminal 16 AQYGLCPRSCTWVKDMLAGDAYDL 204
L4CL_280008600 AQYGLCPRSCTWVKDMLAGDAYDL 125
LTRL590_280008500 AQYGLCPRSCTSVKDMLAGDAYDL 204

kkhkkhkkkhkkkkk hkkkkkkkkkkk

VETAWPILR
HCD_LD_ama_17.raw #5383 RT. 46.4862 min
FTMS, 542.8135@hcd38.00, z=+2, Mono m/z=542 81348 Da, MH+=1084.61988 Da, Match Tol.=0.05 Da
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Supplementary Figure 17  promastigote life stage

A N-terminal extension 17: IPP transferase/Zinc-finger of C2H2 type

Leishmania donovani CL_SL Chromosome 29 (Negative strand)

Current Annotation
Gene: LdCL_290014900

Current gene: LdCL_290015000 Gene: LdCL_290015100

357,701 358,633 359,143 359,790 360,854 362,212
358,435 359,790
B
N—terminal_l7 MRTVDKPVFFVIGSTGSGKSRVAIYLAQELRRVHNYKDVVIINCDVYQCYTDLPILTNKP 60
LACL 290015000 === === e e e e e e e e e
LAEL147_000524600 MRTVDKPVFFVIGSTGSGKSRVAICLAQELRRLHNYKDVVIINCDVYQCYTDLPILTNKP 60
N-terminal 17 SATDLGGVTHLCLGLLSSDGSVICDNNGGSVEQREFCHEAQIQLTGNASFNVHSYERIVT 120
LACL 290015000 ==== === e e e e
LAEL147 000524600 SATDLGGVTHVCLGFLSSDGSVICDNNGGSVEQREFCHEAQIQLSGNASFNVHSYERIVT 120
N—terminal_17 SFINGFFQRHADGAVIICGGTCYYAQALLFADSLVYDREQHALCSYTDSDAEDGLWERLS 180
LACL 290015000 === === e e e e e e e e
LAEL147 000524600 SFINGFFQRHADAAVIICGGTCYYAQALLFADSLVYDREQHALCSYPDLDAEDGLWERLN 180
N—terminal_17 AVDAEVALRYHPNDRRRIKRLLEIYDSTGQAPSAIFDSQASKLRFDSNALFIVWVRMERE 240
LACL 290015000 === === e e e e e e e MERE 4
LAEL147_000524600 AVDAEVALRYHPNDRRRIKRLLEIYDATRQAPSAIFDSQASKLRFDSNALFIVWVRMERE 240
* %k %k
N—terminal_l7 VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGRKLPHNSLSGAIGCKEFSQFFTSDNPSLIS 300
LdCL 290015000 VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGRKLPHNSLSGAIGCKEFSQFFTSDNPSLIS 64
LAEL147_000524600 VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGGKLPHNSLSEAIGCKEFSKFFTSDNPSLIT 300
khkkkhkkkhkkkhkhkhkkhkkkhhkhkhkhkhkkhkhkhkkhkhhkhhhk dhkkhkhkkhkhkk dhkkhkkhkhkk .hkhkkhkkkhkkkk.
N-terminal 17 SSDCENAVAQIKSNTRRYARQQERWIQNRLLPLLHSSSLKEAPTHFVQLWVQEGVDALPS 360
LdCL_290015000 SSDCENAVAQIKSNTRRYARQOQERWIQONRLLPLLHSSSLKEAPTHFVQLWVQEGVDALPS 124
LAEL147 000524600 GSDCENAVAQIKSNTRRYARQQERWIQNRLLPLLHSSSLKEAPTHFVQLWAQEGVDALPS 360

C
IVTSFINGFFQR
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Supplementary Figure 18

A

Promastigote life stage

N-terminal extension 18: Ciliary BBSome complex subunit 2

Leishmania donovani CL_SL Chromosome 30 (Negative strand)

Current Annotation
Gene: LdCL_300011100

187,016

B

N-terminal 18
LdCL_ 300011200
LdBPK_300610.1

N-terminal 18
LdCL_ 300011200
LdBPK_300610.1

N-terminal 18
LdCL_ 300011200
LdBPK_300610.1

N-terminal 18
LdCL_ 300011200
LdBPK_300610.1

N-terminal 18
LdCL_300011200
LdBPK_300610.1

N-terminal 18
LdCL_300011200
LdBPK_300610.1

Current gene: LdCL_300011200
BBS2

188,455 189,738

189,207

191,702
191,702

199,588

MATAKDASNHIRLDTAFELNIGAPILPDRVAAGRFLRSAAAREASASAQTLAVRPPPSAV

MATAKDASNHIRLDTAFELNIGAPILPDRVAAGRFLRSAAAREASASAQTLAVRPPPSAV

SLAFGSSGQRILLHNNNTSTAKAKRSAKRGEAQASVGVTFRLEDDESVIQTLNFGKAPTA

SLAFGSSGQRILLHNNNTSTAKAKRSAKRGEAQASVGVTFRLEDDESVIQTLNFGKAPTA

LAAGQLYDTWSTDIAATYDVLLFGAATSLLAYDAEQNKQVFYKDVEDGVQAVVCGTVMKP

LAAGQLYDTWSTDIAATYDVLLFGAATSLLAYDAEQNKQVFYKDVEDGVQAVVCGTVMKP
* kK

SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL
SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL

SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL
hhkhkhkhkhkhkhkhhkhhkhhkhhkhhkhhkkhkhhkhkhkhhhhkhhkhhkhhkhhkhhkhhkhhkkhkkhkhkkhkhhhhkhk

VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLENGT
VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLENGT

VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLANGT
hhkhkhkhkhkhkhkhhkhhkhhkhhkhhkhkhkkhkhkhkkhkhhhhhkhhkhhkhhkhhkhrkhhkhkhkkhkkhkhkkhkhkx *khk

VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV
VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV

VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV
hhkhkhkhkhkhhkhhkhhkhhkhhkhhkhkhkhkhkhkhkkhkhkhhhhkhhkhhkhhkhhhrhhhkhkkhkkhkhkkhkhhhhkhh

Gene: LdCL_300011300
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Supplementary Figure 19

Promastigote life stage

A N-terminal extension 19: Mitochondrial RNA binding complex 1 subunit

Leishmania donovani CL_SL Chromosome 33 (Positive strand)

Current Annotation

Gene: LdCL_330033400

1,059,821 1,060,780 1,062,027 1,064,060 1,065,669 1,067,384
1,061,652 1,064,060
B |

N-terminal 19
LdCL 330033500
LGELEM452 330034400

N-terminal 19
LdCL 330033500
LGELEM452 330034400

N—terminal_19
L4CL 330033500
LGELEM452 330034400

N-terminal 19
L4CL 330033500
LGELEM452 330034400

N-terminal 19
LdCL_330033500
LGELEM452 330034400

N-terminal 19
L4CL 330033500
LGELEM452 330034400

Current gene: LdCL_330033500

MLRRRCVRAAAADGVLGGDAAAITYALGSASRTVTSRGQFNPIHAFTEHSISPAKRATNE

MLRRRCVRAAATDGVLGGGAAVIAYALAGASRTVTSRGQFNPLHAFTAHSISPARRATNE

KEFEVMITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTKQADEEGP
————— MITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTKQADEEGP

KEFELMITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTSQADEQGP
kkhkhkhkhhhhhhkhkhkhkhhhhhhkhhkhhhhhhhkhhhhhhkhkhhkhhhhkkkhk *hkk-k*k

AAAAATPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDALAKQQGMLDLFERQPQFPAT
AAAAATLPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDALAKQQGMLDLFERQPQFPAT

TAAAALPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDTLAKQQGMLDLFERQPQFPATI
ckkkkhkhkkkkkkkhkhkhkhkkhhhkhkhkhkkhhhhhhkhkhkhhhhk: khkkhhkkkkkkhhkkkkkkk

HIDKAARCHVVELFKEMVLDRAWKPEEVWDKALLYRAILAERQASYPASYRYILDTAQGV
HIDKAARCHVVELFKEMVLDRAWKPEEVWDKALLYRAILAERQASYPASYRYILDTAQGV

HLDKAARCHVVELFKEMVLDRAWKPGEVWDKALLYRAILAERQASYPASYRYILDTAQGV
hokhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhhkhhhhkhk khkkkkkkkkkkhdhhhhhhhhhhkhkhkhkhkhkhkkhkhhhk

NLAPRESGISDTGSNGSSVDARSSNESAGGIVGQSTLVIPREDDYMYFVYLVRRYYIDNA
NLAPRESGISDTGSNGSSVDARSSNESAGGIVGQSTLVIPREDDYMYFVYLVRRYYIDNA

NLAPRESGSSDTGSSSSSVDARSSNESAGGIVSESTLVIPREDDYMYFVYLVRRYYIDNA
khkkhkhkhkhkdk dhkkkk _hhkkhkkhkhkhkhkkkhkhkhkkh -dhkkkkhkhhkkhkhkhkhkhhhkkkkrkhhkk

VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASVKAQDGAAAA
VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASVKAQDGAAAA

VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASAKAQDGAAAA
Ikkhkhkkkkkkkhkhkhkhkkhhhhhkhkhkkhhhkkhkhkkhhhkhhkkkkhhkkkkhkdk dkkkrkkkkk

GQFNPIHAFTEHSISPAK

Gene: LdCL_330033600
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Supplementary Figure 20  promastigote life stage

A

N-terminal extension 20: intraflagellar transport protein 57/55

Leishmania donovani CL_SL Chromosome 33 (Positive strand)

Current Annotation
Gene: LdCL_330012100 Current gene: LdCL_330012200 Gene: LdCL_330012300

222,711

B

N—terminal_20
LdCL_ 330012200
LAEL147_000671600

N—terminal_20
LdACL_330012200
LAEL147_000671600

N-terminal 20
LdCL_ 330012200
LAEL147 000671600

N—terminal_20
LdCL_ 330012200
LAEL147_000671600

N-terminal_20
LdCL_330012200
LAEL147_000671600

N-terminal 20
LdCL_330012200
LAEL147_000671600

N—terminal_20
LdCL_ 330012200
LAEL147_000671600

223,217 224,164 225,072 226,107 227,576

223,819 225,072

MSEEATAPKKQPVEDATGPTNGLGVDDRTMSDIIDKLRMLDYETNFCRSFKPPFSPLNPY 60

MSEETTAPKKQPVEDATGPTNGLGVDDRTMSDIIDKLRMLNYETSFCRSFKPPFSPLNPY 60

YFSGPSSIDNPNAQFYYFTSLCVWLMKLCGHQFDAPGQFDDPNASSTTILAELRSMNIAI 120

YFSGPSSLDNPNAQFYYFTSLCVWLMKLCGHQFDAPGQFDDPNASSTTILAELRSMNIAT 120
* %k %k k%
ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYDFQPIDYGQVGRYDELAAVADAEDEQG 180
ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYDFQPIDYGQVGRYDELAAVADAEDEQG 65
ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYGFQPIDYGQVERYDELAAVADAEDEQG 180
khkkhkkkhkhkkkhkhkkkhkhkkkhkhkhkkhkhkkkhkhkkkhkhkkk . kkhkkhkhkkkhkhkk hhkkkhkhkkkhkkkkhkkkk
EDEIEDNVVIDSDDDDEVYVGAVSGNRSAKSDADRPPTPKVDAEEWKMEVERVAPLLQVR 240
EDEIEDNVVIDSDDDDEVYVGAVSGNRSAKSDADRPPTPKVDAEEWKMEVERVAPLLQVR 125
EDEIEDNVVIDSDDDDEVYVRAVSGNRSAKNDADRPPTPRVDVEEWKMEVERVAPLLQVR 240
khkkhkkkhkhkkkhkhkkkhkhkkkhkhkk khkkkkkkkk . * %k Kk kkkkk . * % . kkhkkhkkkkhkkkhkhkkkkkx*k
QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 300
QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 185
QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 300
khkkhkkkhkhkkkhkhkkkhkhkkkhkhkkkhkhkhkkkhkhkhkkhkhkhkkhkhkkkhkhkkkhkhkkkhkhkkkhkhkkkhkkkkhkkxk
VEDYRVKLRELNTSRDSANVAQQTVQQOMTVELNQISELLDQTKRDIAERQAKISDTTPLI 360
VEDYRVKLRELNTSRDSANVAQQTVQQOMTVELNQISELLDQTKRDIAERQAKISDTTPLI 245
VEDYRVKLRELNTSRDSANVAQQTVQQOMTVELNQISELLDQTKRDIAERQAKISDTTPLI 360
Ahkhkhkkkhkhkkkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkhkkhkhkkkhkhkkkhkhkkkhkhkkkhkkxk
QVKEAVVKVQAEIKLMSLRIGILQNGVLQHVMKQTKARREGPTVEGTEMYSGEIMFS 417
QVKEAVVKVQAEIKLMSLRIGILQNGVLQHVMKQTKARREGPTVEGTEMYSGEIMFS 302

QVKEAVVKVQAEIKLMSLRIGILONGVLQHVMKQTKARREGPTAEGTEMYSGEIMFS 417
khkkkkkhkhkhhhkhkhkhkhkhhhhkhkhkhkhhhhhhhkhhhkhhhhkhkh khkkhkkhkhkhkhkhk

C
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Supplementary Figure 21

A

Promastigote life stage

N-terminal extension 21: Hypothetical protein

Leishmania donovani CL_SL Chromosome 33 (Positive strand)

Current Annotation
Gene: LdCL_33001

488,121

486,151

B

N—terminal_21
LdCL_330018900
LGELEM452 330018800

N—terminal_21
LdCL_330018900
LGELEM452_330018800

N-terminal 21
LdCL_ 330018900
LGELEM452 330018800

N-terminal 21
LdCL_ 330018900
LGELEM452 330018800

N-terminal 21
LdCL 330018900
LGELEM452 330018800

N-terminal 21
LdCL 330018900
LGELEM452 330018800

8800

Current gene: LdCL_330018900

490,330
490,330

491,426

MTDPTRRDPTEFLRVLRRMSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA
------------------ MSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA
MTDPTRRDPTEFLRVLRRMSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA

dhkkkkkhkhkhkhkhkhkhkhkkkkhhhkhkhkkhkhkhkrkhkhhkkkkkkhhkkk
LEMIKVIRAMQODGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ
LEMIKVIRAMQODGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ
LEMIKVIRAMQODGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ
Ihkhkhkhkhkhkkrkrkhkkhhhhkkkkhhhhhhkhkhkkkkhhhkkkkkhkhhhhkhkrkkkkkkkkkkkkk
ACEANGFDSTDTMHNSVIVTMTIPGMNHWKEALQVLKKIIDEDRQLHPSMVRFLHDCLIR
ACEANGFDSTDTMHNSVIVTMTIPGMNHWKEALQVLKKIIDEDRQLHPSMVRFLHDCLIR
ACEANGFDSTDTMHNSVIVTMTIPGMNHWREALQVLKKIIDEDRQLHPNMVRFLHDCLIR
kkhkhkhkhhkhhkhdhhhhhhhhhhhdhhhhkhhhk - hhkkkkhkhhhhhhhhhkhhx hhkhkkkkkkkk
NYRPREASDLLRRAAERGVKGYESAWETDVYKGKPTDAQLEASQAEAAVTAAAGTECVAG
NYRPREASDLLRRAAERGVKGYESAWETDVYKGKPTDAQLEASQAEAAVTAAAGTECVAG
NYRPREASDLLRCAAERGVKGYETAWETDVYKGKPTDAQLEASQAEAAVTDAARTECVAG
kkhkhkhkhkhkhhhhk Khkkhkhhkhhdhk:hhhkhhhkhhhkhkhhhkhhhhhkkhhhkhkk **k *kkkkk
SSGALSSLTSDCKEATRNSAQASAAATLMALQLRGDQALPPPQMRSALQEEMERNITAER
SSGALSSLTSDCKEATRNSAQASAAATLMALQLRGDQALPPPQMRSALQEEMERNITAER
SSGALSSSTSDCKEAARNSAQASAAATLMALQLRGDQTLPPPQMRSALQEEMERSITAER
kkhkhkhkhhk hhkhkhkhkhk khkhhhhhhhhhhhhhhhhkhhk . khhhkkkhhhkhhhhdhkx *kkkk
QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA
QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA

QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA
khkhkhkhkhkhhhhkhhkhkhhhhhhhhhhkhkhkhhhhhhhhhhkhkhkhhhhhkkhkhhkhhhhhkkkkhkk

Gene: LdCL_330019000

489,290
489,236

491,426

120
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120

180
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240
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300
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360
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360

N-terminal 21 WNRL 364
LdCL 330018900 WNRL 356
LGELEM452 330018800 WNRL 364
%* % %k %
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Supplementary Figure 22

A

Promastigote life stage

N-terminal extension 22: 3'-5' exonuclease

Leishmania donovani CL_SL Chromosome 34 (Positive strand)

Current Annotation

Gene: LdCL_340019300

581,840

577,068

B

N-terminal 22
L4CL 340019400
LGELEM452 340014400

N-terminal 22
LdCL_340019400
LGELEM452 340014400

N—terminal_22
L4CL 340019400
LGELEM452 340014400

N-terminal 22
L4CL 340019400
LGELEM452 340014400

N-terminal 22
LdCL_340019400
LGELEM452 340014400

N—terminal_22
LdCL_340019400
LGELEM452 340014400

IWAEMMQTLR

Current gene: LdCL_340019400

583,837
583,837

585,312

MKTITSSVVAARLCGVFVDSSAAWLSYGERIWAEMMQTLRQQPGHLKIMGMDSEWFRDLP
—————————————————————————————————— MMQTLRQQPGHLKIMGMDSEWFRDLP

MKTITSSVVAARLCGVFVDSSAAWLSYGERIWAEMMQOTLRQQPVHLKIMGMDSEWFRNLP
*kkhkhkhkhkhhk hhkkkkkkkhkhhkhk - k*k

LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLQKEQNITI
LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLQKEQNITI

LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLOQKEQNITI
Ik hhh kAR AR AR ARk ko kkkkhhhhk kAR AR A Akkkkkkkhhhhhh kA kA Ak kkkkkkkk

QSVLDVAQYSALFGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE
QSVLDVAQYSALFGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE

QSVLDVAQYSALLGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE
kkhkhkhkkhhhhhk - hhhkhkhhhhhhhhhhkhhhhhhhhhhhkhhhhhkkhhhkhhhhhkkkhkhkk

DALASYLVGRAVMLKASEVTNMSAHTFDAAQWLQRTSSKAAMELKKLQREVLKSEAEKGK
DALASYLVGRAVMLKASEVTNMSAHTFDAAQWLQRTSSKAAMELKKLQREVLKSEAEKGK

DALASYLVGRAVMLKASEMTNMSADTFDAVQWLQRTSSKAAMELKKLQRETLKSEAEKEK
khkhkhkhkhkhhhhhkkhkhhhkh hhkkk hhkkk dhhkkkhkhkhkhhhhkkkkhkhkhkh *kkkkkk *

KACPVSKSSGGDVLPAHFRSGTKVRVLDRNGKFIFECSSGRAKFYVMEKNLAVITKHEKS
KACPVSKSSGGDVLPAHFRSGTKVRVLDRNGKFIFECSSGRAKFYVMEKNLAVITKHEKS

KACPASKISGGDALLAQLRSGTKVRVLDRNGNFIFECSSGRAKFYVMEKNLAVITKHVKG
kkkk kk hkkk k ko okkkkkhkhkhkhkhkkhk-kkhkkkkkkkkkkhkhkkkhkhhkkkkkx *

DTRKALEIQLLFDPKVKTRLCIHHALGVCELKNQCPFAHGVSELQAKAAALVDSQIPSCA
DTRKALEIQLLFDPKVKTRLCIHHALGVCELKNQCPFAHGVSELQAKAAALVDSQIPSCA

DPRKALEIQLLFDPKVKTRLCMYHALGRCELQDQCPFAHGVSELQADAAALVDSQIPSCA
* kkkkkkkkkkkhkhhhhhhkh - khkkk hhkk: -khkkhkhkhhkhhkhkkk khkhkhkhhkkkkhkkk

Gene: LdCL_340019500

582,191
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Supplementary Figure 23

A

Promastigote life stage

N-terminal extension 23: Peroxidase

Leishmania donovani CL_SL Chromosome 35 (Negative strand)

Current Annotation
Gene: LdCL_350040000

Current gene: LdCL_350040100

Gene: LdCL_350040200

1,337,385

B

N-terminal 23
LdCL_350040100
LmjF.35.3460

N—terminal_23
LdCL_ 350040100
LmjF.35.3460

N-terminal 23
LdCL_ 350040100
LmjF.35.3460

N-terminal 23
LdCL_350040100
LmjF.35.3460

N-terminal 23
LdCL_ 350040100
LmjF.35.3460

N-terminal 23
LdCL_350040100
LmjF.35.3460

C
LFSRPDLAVVAVR

1,339,907

1,340,868

1,341,977

1,342,866

1,344,464

1,340,565

1,341,977

MYRASLLKRSTRGLFSSTSGRLLWWGCKESDLHRLARQRPWWETAAIFTGLLAFVNVTSA

MYRASLLKRSPRGLFSPTSGRLLWWGCKESDLHRLARQRPWWETAAIFTGLLVFVNVTSA

FFYALNRWYQRWRPSGNELHIRDSIDQKLFSRPDLAVVAVRMLLHHALSNTQTPFGCPIV
————————————————————————————————————————— MLLHHALSNTQTPFGCPIV

FFYALNRWYQHWRPSGNELHIRDSIDQKLFSRPDLAVVAVRMLLHHALSNTQTPFGCPIV
hdkkkdkkdkkdkkhdkhdkkdkk

APENYREEAEEIADFIWKLSTDQPMYTFPDLWAMFTAKAMARLGGPNVVPLRGRDDPPEF
APENYREEAEEIADFIWKLSTDQPMYTFPDLWAMFTAKAMARLGGPNVVPLRGRDDPPEF

APENYREEAEEIVDFIWKLNADQPMYTFPDLWAMLTAKAMARLGGPNVVPFRGRDDPPEF
*hkkkhkhkhhhkhhhk Khhkhkhkhkk -hhhkhkhhhkhkhhhkdhhk hhhkkhhkkhhkhhkdhh - khkkhhkkkk

MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE
MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE

MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE
R R R L L R

EVKPKMKRRPGAIGPSDDEFHLPGTIQKTTMDPYVFGSEYFNLLLDYKWRQPGLFQQORRK
EVKPKMKRRPGAIGPSDDEFHLPGTIQKTTMDPYVFGSEYFNLLLDYKWRQPGLFQQORRK

EVKPKMKRRPGVIGPSDDEFHLPGTIQKTTMDPYVFGSEYFDLLLDYKWRQPGLFQQGRK
Thkhkkhkhkdkhkhkhk dhhkkkhhkhkdhhkhkhhkhkhhhkkhhhkdhhkhkhhkhkhhk-hhkkhhkkkhkkkkkkkkx %%

GAYSCNAKERARQVTLLDPFSEKSYESQQRRMGPAEKARESSNATDKRIPATLGDGDSAP
GAYSCNAKERARQVTLLDPFSEKSYESQQORRMGPAEKARESSNATDKRIPATLGDGDSAP
GAYRCNAKERARQVTLLDPFSEKSYESQQRRMRAAEKARESSDAAGKRIPSTLGGNDSAP

khkk hhkhkhkhkhkkkkkkkkkkkkkkhkkhkkhkkhkkkkkkk

Lkkkkkkkk k. khkkk.khkk _kkk*k
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Supplementary Figure 24

A

Promastigote life stage

N-terminal extension 24: Zinc finger protein

Leishmania donovani CL_SL Chromosome 35 (Negative strand)

Current Annotation

Gene: LdCL_350040400

1,352,894

1,351,614

B

N-terminal 24
LdCL_350040500
LINF_350040400

N—terminal_24
LdCL_ 350040500
LINF 350040400

N-terminal 24
LdCL_350040500
LINF_ 350040400

N-terminal 24
LdCL_350040500
LINF 350040400

N-terminal 24
LdCL_ 350040500
LINF_ 350040400

VCDACYLALR

Current gene: LdCL_350040500 Gene: LdCL_350040600

1,353,746
1,353,488

1,354,384
1,341,977

1,356,300

MGEKQSKGYWQEDEDAPACNGCGCVFSTTVRRHHCRNCGYVLCGDCSRHRAAIPMRGITE

MGEKQSKGYWQEDEDAPACNGCGCVFSTTVRRHHCRNCGYVLCGDCSRHRAAIPMRGITE

PERVCDACYLALRNSNMTGSSLSKGGMVPIVNPSEAANRPAAWAAGGTAGGPSADPRMSD
—————————————————————————— MVPIVNPSEAANRPAAWAAGGTAGGPSADPRMSD

PERVCDACYLALRNSNMAGSSLSKGGVVSIVNPSEAANRPAAWAAGGTAGGPSADPRVSD
sk _kkkkkkkhkkkhkkkhkkkhkhkkkhkkhhkkkkk k%

AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL
AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL

AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL
hhkkhkhkhkhhkhhhkhkhkhkhkhhkhhkhhkhhkhkhkhhkhhkhhkkhkkhhkhkhhkhhkhhkkhkkhkhkkhkhrkkkkk

EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML
EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML

EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML
R R L R

1,360,268

240
154
240

PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 298
PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 214
PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 298

Ahkhkhkhkhkhkhkhkhkhkhkhkhkhkkkkkkkkkkkkkkkhkkkkkhkkhkkhkkhkkhkkhkkhkkhkkhkkhkhkhkhkhkhkhkhkhkhkhkhkhkhkhkkk
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Supplementary Figure 25

A

Promastigote life stage

N-terminal extension 25: Hypothetical protein

Leishmania donovani CL_SL Chromosome 36 (Negative strand)

Current Annotation
Gene: LdCL_360071600

2,393,

2,392,592

Njierminal_ZS
LdCL_360071700
LGELEM452 360072700

N-terminal_ 25
LdCL_360071700
LGELEM452 360072700

N-terminal_ 25
LdCL_ 360071700
LGELEM452 360072700

N-terminal_ 25
LdCL_360071700
LGELEM452 360072700

N-terminal_ 25
LdCL_360071700
LGELEM452 360072700

N-terminal 25
LdCL_360071700
LGELEM452_ 360072700

N-terminal 25
LdCL_360071700
LGELEM452 360072700

Current gene: LdCL_360071700 Gene: LdCL_360071800

680 2,394,974

2,394,725

2,398,347

MSEGPRKRVAGAQLSRDDDGEGRADDEFVTTPQVADESEMANRRVVRVRRPDGATSSANA

MSEGPRKRVAGGQLSRDDDGEGRADDEFVTTPQVADESEMANRRVVRVRRPDGATSSANA

FARGPSLFKDVSLGSDKEPPVFKMPFGAGDASKGTAAAFSFAAPASSSSKSSSSFGLPPT
——————————————————————— MPFGAGDASKGTAAAFSFAAPASSSSKSSSSFGLPPT

FARGPSLFKDVSLGSDKEPPVFKMPFGAGDASKGTAAAFSFAAPASSSSQSSSSFGLPPT
Khkhkhkkhkhkhkhkhkhhkhhhkhkhkhkhhkhhhkhkhkk:hkhkhhkkkkhkkhk

TKPSGFSFGGSTASPATTGTSTTPKTPFSFGGLPTDGSSATTGTTSSFSLGTNSAPSVTA
TKPSGFSFGGSTASPATTGTSTTPKTPFSFGGLPTDGSSATTGTTSSFSLGTNSAPSVTA

TKPSGFSFGGSTASPATTGSSTTPKVPFSFGGLHADGSSAQTGATSSFSFGTNSAPSVAA
hhhkhdkhkhkhkhkhhhkdhhhkhkhkhhk hhkhkkk Khhkhkhhkhkk -hhkkhkkk *k.hhdhhkk :hkhkhhkhdkhkk.*x

STPAGGFSFGFAPAKSSATAPTDEAPAKEPAPATATALPKAPVFGAGSFNFGSAVNSFVE
STPAGGFSFGFAPAKSSATAPTDEAPAKEPAPATATALPKAPVFGAGSFNFGSAVNSFVE

STPVGGFSFGLAPAKSPATAPTDEAPAKEPAPVTATAQPKAPVFGAGSFNFGSAVNSFVE
hdkk dhhkhkhkhkhk-dhhkhhkk hhkhkhdhhkhhhkhhhhkhdh hhkkhk dhhkhkhkhhhkhkhhhhhhkhhhhhhr

ARKKMOEEKGPESEADGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFE
ARKKMQEEKGPESEADGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFE

ARKKMOEEKGQESETDGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFV
Khkhkhkdkhkhkhkhkhk Khhkhk:hkhkhkhkhhhhkhkhkhkhhhhhhkhkhkhkhhhhhhkhkhkhhhhhkhkkhkhkhhhhhhx

KGEGDTPGRWAERGAGEAKLIAEKK-AEAGVHVHRLLVRGGYALNATVGKNLFTLSKTEA
KGEGDTPGRWAERGAGEAKLIAEKK-AEAGVHVHRLLVRGGYALNATVGKNLFTLSKTEA

KGEGDTPARWAERGAGEAKLIAEEKKAEAGVHVHRLLVRGGYALNATVCKNLFTLSKTEA
Khkkhkhkhkdk dhhhkhkhkhkhkhkhkhkhhdhdhkdh -k *hhkkhkkhkhkhdhhhhhhhkhhhkhkhkhkdk dhhhkhkhhkhhhkkx

KHLILAVATSEGPHTYLLKFTGPNAEVNTTKFSEAIKKIMQDAEKAA 407
KHLILAVATSEGPHTYLLKFTGPNAEVNTTKFSEAIKKIMQDAEKAA 324

KHLILAVATSEAPHTYLLKFTGPNAEVNTTKFSEAIKKIMQEAEKAA 407
hkkhkhkhkhkhhhkh hhhhkhkhhhkhdhhkhhhkhhhkhkhkhhkhhhkhhkhkkh - khkkkk

C
DDDGEGRADDEFVTTPQVADESEMANR

2,395,945
2,395,945

2,399,804

120

120

180

180

240
157
240

300
217
300

360
277
360
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Supplementary Figure 26  promastigote life stage

A N-terminal extension 26: 40S ribosomal protein S11

Leishmania donovani CL_SL Chromosome 20 (Negative strand)
Current Annotation
Gene: LdCL_200020900 Current gene: LdCL_200021000 Gene: LdCL_200021100
protein S11
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Supplementary Figure 27

A

Promastigote life stage

N-terminal extension 27: Hypothetical protein

Leishmania donovani CL_SL Chromosome 23 (Positive strand)

Current Annotation

Gene: LdCL_230021100

Current gene: LdCL_230021200

Gene: LdCL_230021300
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