
Gene: LdCL_080016500

Supplementary Figure 1
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Current Annotation

N-terminal extension 1: Guide RNA binding protein

HLSPGELALPQHPR

Gene: LdCL_080016300
Thiopurine S-methyl
transferase (TPMT)

Guide RNA 
binding protein Hypothetical

Current gene:  LdCL_080016400

479,254 480,534 481,936 483,264

481,597 483,264

484,451 485,704

N-terminal_1           MRGLGVLGLRGVPTRRPWLCDVARRSGDISMCSTASTSYRSQATSAGGTPPLPPPTSSPV 60
LdCL_080016400         ------------------------------------------------------------
LTRL590_080015100      MRGLGVLGLRGAPTRRPWLCDVARRSGNISMCSTASTSYRSQATSAGGTPPLPPPTSSPV 60
                                                                                   
N-terminal_1           PAPAVDNTLFHNSAAVHGTIPFGRHLSPGELALPQHPRGSHLSARNIATEALQMKKLHQE 120
LdCL_080016400         -----------------------------------------------------MKKLHQE 7
LTRL590_080015100      PAPAGDNTLFHNSAAGHGTIPFGRHLSPGELALPQHPRGSHLSARNIATEALQMKKLHQE 120
                                                                            *******
N-terminal_1           RGGNPMLAQQARRVLFATSITGQNIDARSVALLLNTAVYFGMESDARVVRECIDFCLKND 180
LdCL_080016400         RGGNPMLAQQARRVLFATSITGQNIDARSVALLLNTAVYFGMESDARVVRECIDFCLKND 67
LTRL590_080015100      RGGNPMLAQQARRVLFATSITGQNIDARSIALLLNTAVYFGMESDARVVRECIDFCLKND 180
                       *****************************:******************************
N-terminal_1           KFISLDIMPIVVTACATLKSRDAREVIELQAIKATKNARFLDAKGVTNIISAFSKTGINH 240
LdCL_080016400         KFISLDIMPIVVTACATLKSRDAREVIELQAIKATKNARFLDAKGVTNIISAFSKTGINH 127
LTRL590_080015100      KFISLDIMPIVVTACATLKSRDAREVIELQAIKATRNARFLDAKGVTNIISAFSKTGINH 240
                       ***********************************:************************
N-terminal_1           EKLFGLLSMRVQTLARVGEFEAAHLVILANAFARLRFREQHVFGAIARRAMSLRERVTVN 300
LdCL_080016400         EKLFGLLSMRVQTLARVGEFEAAHLVILANAFARLRFREQHVFGAIARRAMSLRERVTVN 187
LTRL590_080015100      EKLFGLLSMRVQTLARVGEFEAAHLVILANAFARLRFREQHVFSAIARRAMSLRERVTVN 300
                       *******************************************.****************
N-terminal_1           ELVPLINAFSKAGLKDPKLSKRFAGKAMEYVDQMNAEQVAMMFQAFAYFGIRYDQLFGVL 360
LdCL_080016400         ELVPLINAFSKAGLKDPKLSKRFAGKAMEYVDQMNAEQVAMMFQAFAYFGIRYDQLFGVL 247
LTRL590_080015100      ELVPLISAFSKAGLKDPKLSKRFAGKAMEYVDQMNAEQVAMMFQAFAYFGIRYDQLFGVL 360
                       ******.*****************************************************
N-terminal_1           TNRAVELIDEFNAQYISTTLASFQRIGINNPELFDNLAERALAVVQDHDAKDIALTVTAL 420
LdCL_080016400         TNRAVELIDEFNAQYISTTLASFQRIGINNPELFDNLAERALAVVQDHDAKDIALTVTAL 307
LTRL590_080015100      TNRAVELIDEFNAQYISTTLASFQRIGINNPELFDNLAERALAVVQDHDAKDIALTVTAL 420
                       ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 08 (Positive strand)



Gene: LdCL_090022500

Supplementary Figure 2
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Current Annotation

N-terminal extension 2: Hypothetical protein

KGAQPSAEEIESQLR

Gene: LdCL_090022300

HypotheticalHypothetical Leucine Rich repeat
Current gene:  LdCL_090022400

551,516 551,881 552,762 557,396

552,468 557,396

558,314 559,330

N-terminal_2           MVLFFCVEKPARKDGGKGDRRAEAKDEEPYTWSTFENRIAVIYEARKGAQPSAEEIESQL 60
LdCL_090022400         ------------------------------------------------------------
LTRL590_090022500      MVFFFCVEKPARKDGGKGDRRAEGKDEDPYTWSTFENRIAVIYDARKGAQPSAEEIESQL 60
                                                                                   
N-terminal_2           RVAQYPLTPRFFATPLDGIVDGGDEQEATALQWVFEDIMQCVQRRENITLVHRGVHVEAH 120
LdCL_090022400         --------------------------------------MQCVQRRENITLVHRGVHVEAH 22
LTRL590_090022500      RVAQYPLTPRFFATPLDGVVDGGDEQEATALQWVFEDIMQCVQRRENITLVHRGVHVEAH 120
                                                             **********************
N-terminal_2           LEPILVAFLQAVRSSAEYGMQVAADEIAKEKQMQRLLQMNVNAVEVDATEARGIKVHERD 180
LdCL_090022400         LEPILVAFLQAVRSSAEYGMQVAADEIAKEKQMQRLLQMNVNAVEVDATEARGIKVHERD 82
LTRL590_090022500      LEPILIAFLQAIRSSAEYGMQVAADEIAKEKQMQRLLQMNVNAGEVDATEARGTKVRERD 180
                       *****:*****:******************************* ********* **:***
N-terminal_2           IARQGGGSVQLSKELRKKIAKLRQEYHYVHPADRQAAAVNRYGLITAAHNDLLKPPHIDS 240
LdCL_090022400         IARQGGGSVQLSKELRKKIAKLRQEYHYVHPADRQAAAVNRYGLITAAHNDLLKPPHIDS 142
LTRL590_090022500      IARQGGDSVQLSKELRKKIAKLRQEYHYVHPADRQAAAADRYGLITAAHNDLLKPPHIDS 240
                       ******.*******************************.:********************
N-terminal_2           SLLMPQAFAASPPANRATRASMATSLMAAKNARSHTAIFNQLQRRNTAGLLSELREQESG 300
LdCL_090022400         SLLMPQAFAASPPANRATRASMATSLMAAKNARSHTAIFNQLQRRNTAGLLSELREQESG 202
LTRL590_090022500      SLLMPQAFAASAPVNRTTRASMAASLMAAKNARSHTAIFNQLQRRNTARLLSELRDQESD 300
                       ***********.*.**:******:************************ ******:***.
N-terminal_2           GDCEPIRGNGWGDKITLYTFDGVSSVMALPGIPNFDEVVRELALDFWLRTDLKPVDGKRV 360
LdCL_090022400         GDCEPIRGNGWGDKITLYTFDGVSSVMALPGIPNFDEVVRELALDFWLRTDLKPVDGKRV 262
LTRL590_090022500      GDCEPIRGNGWGDKITLYTFDGVSSVMALPGIPNFDEVVRELALDFWVRTDLKPVDGKRV 360
                       ***********************************************:************
N-terminal_2           LIQIMEGQREDVGQLFQLSLNWYEDMPDSVRVIIRDSANRVLEAVASVAKAGLTDGTNFH 420
LdCL_090022400         LIQIMEGQREDVGQLFQLSLNWYEDMPDSVRVIIRDSANRVLEAVASVAKAGLTDGTNFH 322
LTRL590_090022500      LIQIMEGQREDVGQLFQLSLNWYEDMPDSIRVIIRDSANRVLEAVASVAKAGLTDGTKFH 420
                       *****************************:***************************:**

Promastigote life stage

Leishmania donovani CL_SL Chromosome 09 (Negative strand)



Gene: LdCL_090005900

Supplementary Figure 3
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Current Annotation

N-terminal extension 3: RNA helicase

DLIIDVLHHAATGGSVPVSEK

Gene: LdCL_090005700

RNA helicaseRNA-binding protein 5 RNA-binding protein 5

Current gene:  LdCL_090005800

14,521 14,916 16,989 20,693

16,752 20,693

22,086 22,823

N-terminal_3        MGPNRQRKPPNPGRGGRGRAAAPAGASAKATPSMITNAGRDLIIDVLHHAATGGSVPVSE 60
LdCL_090005800      ------------------------------------------------------------
LdBPK_090090.1      MGPNRQRKPPNPGRGGRGRAAAPAGASAKATPSMITNAGRDLIIDVLHHAATGGSVPVSE 60
                                                                                
N-terminal_3        KHFDAKISSRVTFQRNAPLMPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 120
LdCL_090005800      -------------------MPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 41
LdBPK_090090.1      KHFDAKISSRVTFQRNAPLMPSEILQRLYEGLGFPRDLVTQYLTDLAQAAEVPTFSDVTE 120
                                       *****************************************
N-terminal_3        LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 180
LdCL_090005800      LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 101
LdBPK_090090.1      LLDEAGPFQSFLVCSCFELFNCMTWFSREKSDDKVSPEEGDAILENEIATIESLFSDSFL 180
                    ************************************************************
N-terminal_3        GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPAIYVQPLRRSSPESLPSL 240
LdCL_090005800      GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPAIYVQPLRRSSPESLPSL 161
LdBPK_090090.1      GRKHFDDEDTNERELYFGFCTSYEKQLLVVVRFPDYYPTEPPAIYVQPLRRSSPESLPSL 240
                    ************************************************************
N-terminal_3        VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISAIHGAVSSMKEVRPASSTPP 300
LdCL_090005800      VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISAIHGAVSSMKEVRPASSTPP 221
LdBPK_090090.1      VVAPSCTKDISAVDRRAIMDAAVQAINGFVGGGCLMVLISAIHGAVSSMKEVRPASSTPP 300
                    ************************************************************
N-terminal_3        LDRDAAAKERSAVQQQRKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 360
LdCL_090005800      LDRDAAAKERSAVQQQRKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 281
LdBPK_090090.1      LDRDAAAKERSAVQQQRKAFLGALTGNRVANREDIEEAAEDEEDRFIQVSMPEKVELATV 360
                    ************************************************************
N-terminal_3        DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 420
LdCL_090005800      DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 341
LdBPK_090090.1      DAASASRETQRRDFLVSDAALDVTLKSSWEKLKTEGSLRKARDSLPAHSVRETLRAALQK 420
                    ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 09 (Negative strand)



Gene: LdCL_100008700

Supplementary Figure 4
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Current Annotation

N-terminal extension 4: Protein transport protein SEC23

WTWSCYPTTSK

Gene: LdCL_100008500

SEC23Kinetoplastid kinetochore 
protein 4 Hypothetical

Current gene:  LdCL_100008600

136,019 138,316 141,059 143,470

140,369 143,470

145,176 151,049

N-terminal_4           MNQGYNTYYSQGTPQGGAYGSSANYYGGAAAAPAGGVGSGYGAQAQPQQPQAQQVGAYGV 60
LdCL_100008600         ------------------------------------------------------------
LdBPK.10.2.000330      MNQGYNTYYSQGTPQGGAYGSSANYYGGAAAAPAGGVGSGYGAQAQPQQPQAQQVGAYGV 60
                                                                                   
N-terminal_4           AQATSAGSWSNTYQGLGEYHSGVATAAPTSSPSQGYYGGGAATTTASSFQVGYDGYAQGA 120
LdCL_100008600         ------------------------------------------------------------
LdBPK.10.2.000330      AQATSAGSWSNTYQGLGEYHSGVATAAPTSSPSQGYYGGGAATTTASSFQVGYDGYAQGA 120
                                                                                   
N-terminal_4           TAAATNNGGVAAGVSNGSYAGVTAMNAYDPQSTQPAQQPYYPPQPPQGGYYGNANACQAN 180
LdCL_100008600         ------------------------------------------------------------
LdBPK.10.2.000330      TAAATNNGGVAAGVSNGSYAGVTAMNAYDPQSTQPAQQPYYPPQPPQGGYYGNANACQAN 180
                                                                                   
N-terminal_4           STPAAAAAPAPAVLNTTDDNGLRWTWSCYPTTSKAKTKENPSAATLAMPEMVIPMSCMYT 240
LdCL_100008600         --------------------------------------------------MVIPMSCMYT 10
LdBPK.10.2.000330      STPAAAAAPAPAVLNTTDDNGLRWTWSCYPTTSKAKTKENPSAATLAMPEMVIPMSCMYT 240
                                                                         **********
N-terminal_4           PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 300
LdCL_100008600         PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 70
LdBPK.10.2.000330      PLHLIEPSHLVLGAAIDELCCANCGAFCSMHSQREMGKYWVCVSCKRRNSFQSNTAITEQ 300
                       ************************************************************
N-terminal_4           HPALMYETVEFVLANPPTPVVAPPQPQPAPAFIFVVDTCIPSGEMASLRTSLLESLQYLP 360
LdCL_100008600         HPALMYETVEFVLANPPTPVVAPPQPQPAPAFIFVVDTCIPSGEMASLRTSLLESLQYLP 130
LdBPK.10.2.000330      HPALMYETVEFVLANPPTPVVAPPQPQPAPAFIFVVDTCIPSGEMASLRTSLLESLQYLP 360
                       ************************************************************
N-terminal_4           RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 420
LdCL_100008600         RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 190
LdBPK.10.2.000330      RNALVGLISFGATVSVWELGASSGVAISKCYLLRGNTANPPDSLQSMLQVSENHPVRGRL 420
                       ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 10 (Positive strand)



Gene: LdCL_100005500

Supplementary Figure 5
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Current Annotation

N-terminal extension 5: Gryzun

FYWDTNPR

Gene: LdCL_100005200

GryzunPhosphate-Repressible 
Phosphate Permease

Dos2-interacting transcription 
regulator of RNA-Pol-II

Current gene:  LdCL_100005400

11,481 12,962 22,263 25,076

21,894 25,076

25,934 28,693

N-terminal_5           MNFLTGIYSDASYRFYWDTNPRFCVAAVASHVEDAEKVSQVLQQVSPRMTIVCTDKIVLD 60
LdCL_100005400         ------------------------------------------------------------
LAEL147_000130900      MNVLSGIYSDASYRFYWDTNPRFCVATVASHVEDAEKVSQVLQQVSPRMTIVCTDKIGLD 60
                                                                                  

N-terminal_5           TSRKAASSSDASQLLRSDWCVKRQKSVFSCIVLVCFLDRLGVNVTAAKLSEELVLCLGAS 120
LdCL_100005400         ------------------------------------------------------------
LAEL147_000130900      TSRKEASSSDASQLLRSDWCLKRQTSVFSCIVLVCFLDRLGVNATAAKLSEELVLCLGAS 120
                                                                                  

N-terminal_5           VESMRCDVVFAPVAESTADSNEELRDSIEKSLRSLLGSRLAGSVLQTIENGVWRGIAALQ 180
LdCL_100005400         ---MRCDVVFAPVAESTADSNEELRDSIEKSLRSLLGSRLAGSVLQTIENGVWRGIAALQ 57
LAEL147_000130900      LESMRCDVVFAPVVESTAESKEELRDSIEKSLRSLLGSRLAGSALQTIENGVWRGIAALQ 180
                          **********.****:*:**********************.****************

N-terminal_5           SLVFDSTVAYHKGEVRRLRDRKEMLNDDSDQRRALPGLHFKIGWHYLVLHNFSSARQQML 240
LdCL_100005400         SLVFDSTVAYHKGEVRRLRDRKEMLNDDSDQRRALPGLHFKIGWHYLVLHNFSSARQQML 117
LAEL147_000130900      SLVFDSTFAYHKGEVRRLRDRKEMLNDDSDQRLALPGLHFKVGWHYLVLHNFSSARQQML 240
                       *******.************************ ********:******************

N-terminal_5           SGLRKIKTLFPLFPSFEARLCGCVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 300
LdCL_100005400         SGLRKIKTLFPLFPSFEARLCGCVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 177
LAEL147_000130900      SGLRKIKTLFPLFPSFEARLCGSVFLWHFLFCISVSEGHLSSSSEVYQEIRCFVDWIGTA 300
                       **********************.*************************************

N-terminal_5           YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLMARQCCDYLVASAQALQDCDAFFPS 360
LdCL_100005400         YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLMARQCCDYLVASAQALQDCDAFFPS 237
LAEL147_000130900      YGGSVKDECQTVVLVLTKVMEAEWLEYLARKTENLEARQCCDYLVAAAQALQDCDAFLPS 360
                       *********************************** **********:**********:**

Promastigote life stage

Leishmania donovani CL_SL Chromosome 10 (Positive strand)



Gene: LdCL_110014200

Supplementary Figure 6
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Current Annotation

N-terminal extension 6: Kinesin

ASMHASPAGPASQPTR

Gene: LdCL_110014000

KinesinHypothetical START domain containing 
protein

Current gene:  LdCL_110014100

323,471 328,798 330,534 334,787

330,333 334,787

341,156 342,130

N-terminal_6           MSGSPLNSSLQPALTASDEAVINEGVSVVVRVRPLSTKERADARVHNCIKCLPDCVIIDG 60
LdCL_110014100         ------------------------------------------------------------
LAEL147_000155500      MSGSPLSSSLQPALTASDEAVINEGVSVVVRVRPLSTKERADARVHNCIKCLPDCVIIDG 60
                                                                                  

N-terminal_6           SAHARASMHASPAGPASQPTRATTRPYQFSVDQVFNTHASQIEVYEQSCKRIVEGIFHGI 120
LdCL_110014100         -------MHASPAGPASQPTRATTRPYQFSVDQVFNTHASQIEVYEQSCKRIVEGIFHGI 53
LAEL147_000155500      SAHARASMHASPAGPASQPTRATTRPYQFSVDQVFNTHASQIEVYDQSCKRIVEGIFHGI 120
                              **************************************:**************

N-terminal_6           NGSILAYGATGSGKTHTMFGSTMSAAGIVYQAVQDIFAEKERLEEEEGKRVRIKCSFLEV 180
LdCL_110014100         NGSILAYGATGSGKTHTMFGSTMSAAGIVYQAVQDIFAEKERLEEEEGKRVRIKCSFLEV 113
LAEL147_000155500      NGSILAYGATGSGKTHTMFGSTMSAAGIVYQAVQDIFAEKERLEEEEGKRVRIKCSFLEV 180
                       ************************************************************

N-terminal_6           YNEDVFDLLARPVGEGSGGAKSLASSGAGASGREAKRVPLQVREAPDTTASASAGFDAGE 240
LdCL_110014100         YNEDVFDLLARPVGEGSGGAKSLASSGAGASGREAKRVPLQVREAPDTTASASAGFDAGE 173
LAEL147_000155500      YNEDVFDLLARPVGEGSGGAKSLANSGAGTSGREAKRVPLQVREASDTTASASAGFDAGE 240
                       ************************.****:***************.**************

N-terminal_6           GGGINNGGLHIRGLTHIFPETFEDFARSIEHGHTQRFVAATGANAQSSRSHAIITVEVEV 300
LdCL_110014100         GGGINNGGLHIRGLTHIFPETFEDFARSIEHGHTQRFVAATGANAQSSRSHAIITVEVEV 233
LAEL147_000155500      GGSINNGGLHVRGLTHIFPETFEDFARSIEHGHTQRFVAATGANAQSSRSHAIITVEVEV 300
                       **.*******:*************************************************

N-terminal_6           RHSNTCANVGDVGFASAVDDDADAAETATEFSPTKKAAKRKKRPLTSTVTIAKIQFADLA 360
LdCL_110014100         RHSNTCANVGDVGFASAVDDDADAAETATEFSPTKKAAKRKKRPLTSTVTIAKIQFADLA 293
LAEL147_000155500      RHSNTCANVGDLGFASAVDDDADAAEATTEFSPTKKAAKRKKRPLTSTVTIAKIQFADLA 360
                       ***********:**************::********************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 11 (Positive strand)



Gene: LdCL_160016900

Supplementary Figure 7
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Current Annotation

N-terminal extension 7: Tyrosyl or methionyl-tRNA synthetase

MASHAEGR

Gene: LdCL_160016700
Tyrosyl or methionyl-

tRNA synthetase
Hypothetical ncRNA

Current gene: LdCL_160016800

435,975 436,448 437,301 437,843

437,130 437,843

438,221 438,295

N-terminal_6           MASHAEGRLLRRSVPYVESWIAELTPKPVASAAGAAPAPKGKAKGGAASTGTENATAMSR 60
LdBPK.16.2.001170      MASHAEGRLLRRSVPYVESWIAELTPKPVASAAGAAPAPKGKAKGGAASTGTENATAMSR 60
LdCL_160016800         ---------------------------------------------------------MSR 3
                                                                                ***

N-terminal_6           CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV 120
LdBPK.16.2.001170      CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV 120
LdCL_160016800         CCFAVGKVLEVSRHPESEKLYIEKIDLGAELNMLSNNEPRTILSGLQEFVKEEDFVNRLV 63
                       ************************************************************

N-terminal_6           LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE 180
LdBPK.16.2.001170      LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE 180
LdCL_160016800         LVIANLEPRKIGGIPSAGMVLCASTGEDPHDPALAGQGERKVVLLDIPEGTAVGERVVFE 123
                       ************************************************************

N-terminal_6           GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 237
LdBPK.16.2.001170      GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 237
LdCL_160016800         GHDMPYEPVLKKKLAKNFEEVMKDVCSSADGVVCWQGKPFQTSAGVIKASLCNARIS 180
                       *********************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 16 (Positive strand)



Gene: LdCL_170013000

Supplementary Figure 8
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Current Annotation

N-terminal extension 8: Alpha/beta hydrolase family

SSMPTTVLYHGDQLGPRPLVILDHSVAR

Gene: LdCL_170012800
Alpha/beta hydrolase 

family
Hypothetical EF-hand domain pair

Current gene: LdCL_170012900

322,428 323,768 325,186 326,154

324,907 326,154

328,825 332,073

N-terminal_8           MRSVRWMRRAAAGAVSGDAATALSAGASKPAAATASTSGMVSSRNEGMGGVPPPPAPPVN 60
LdCL_170012900         ------------------------------------------------------------
LAEL147_000248200      MRSVRWMRRAAAGAASGDAATAPSAGASKPAATTASTSGIDASRKEGMGGVPPLPAPPVN 60
                                                                                   
N-terminal_8           GARRTIGSTKAWHTLTFRPWQLHTVKDAEARSSMPTTVLYHGDQLGPRPLVILDHSVARL 120
LdCL_170012900         ---------------------------------MPTTVLYHGDQLGPRPLVILDHSVARL 27
LAEL147_000248200      GAGRTTGSTKAWHTLTFRLWQLHTVKDGEARSSMPTTVLYHGDQLGPRPLVILDHSVARL 120
                                                        ***************************
N-terminal_8           EQSATAVLDACQEAAKRYEAMLSSLAWDHGAVFVPLQVSIGEINVMEQSCRHVCAVLDAM 180
LdCL_170012900         EQSATAVLDACQEAAKRYEAMLSSLAWDHGAVFVPLQVSIGEINVMEQSCRHVCAVLDAM 87
LAEL147_000248200      EQSATAVLDACQEAVKRYEAMLSSLAWDHGAVFVPLQVSIGEISVMEQSCRHVCAVLDAM 180
                       **************.****************************.****************
N-terminal_8           DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 240
LdCL_170012900         DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 147
LAEL147_000248200      DVQWSHVLAHSYGALVAARMAASTAYPHRIGSLLLLDTPLVTEQLVRNTKQREEIAKARK 240
                       ************************************************************
N-terminal_8           DVNVPPAELSFAIESLRSALEATLPYPAAADKSLYEDHLFS-ASVFREKGLVRDEHRYVP 300
LdCL_170012900         DVNVPPAELSFAIESLRSALEATLPYPAAADKSLYEDHLFS-ASVFREKGLVRDEHRYVP 207
LAEL147_000248200      DVNVPPAELSFAIESLRSALETTLPYPAAADKSLYEDHLFSSASVFREKGLVRDEHRYVP 300
                       *********************:******************* ******************
N-terminal_8           VRHLAQVHHPLQLLVPVKQPITDVAIHKEFFGLRRPTVIKTADNHEDLLSAKCADEVADV 360
LdCL_170012900         VRHLAQVHHPLQLLVPVKQPITDVAIHKEFFGLRRPTVIKTADNHEDLLSAKCADEVADV 267
LAEL147_000248200 VRHLAQVHHPLQLLVPVKQPITDVAIHREFFGLRRPTVIKTADNHEDLFSAKCADEVADV 360
                       ***************************:********************:***********
N-terminal_8           VRAWMQRFEPDVVMKRRFEKAAKEMAQLMGSSAPFGEKDDGNTKK-SEKKEKKKGRQ 416
LdCL_170012900         VRAWMQRFEPDVVMKRRFEKAAKEMAQLMGSSAPFGEKDDGNTKK-SEKKEKKKGRQ 324
LAEL147_000248200      VRAWMQRFEPDVVMKRRFEKAAKEMVQLMGSSASFGEKDDGNTEKKSAKKEKKKGRQ 417
                       *************************.*******.*********:* * *********

Promastigote life stage

Leishmania donovani CL_SL Chromosome 17 (Negative strand)



Gene: LdCL_180008500

Supplementary Figure 9
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Current Annotation

N-terminal extension 9: ATP12 chaperone

NVPSEPGAHAELSTAELER

Gene: LdCL_180008300

ATP12 chaperoneDUF4475 GPI-anchor transamidase 
subunit 8 (GPI8)

Current gene: LdCL_180008400

140,701 141,870 143,212 144,126

142,927 144,126

145,142 146,212

N-terminal_9             MRPFTLAKGAAPRQLLAVAIAAARMSVSSSTPAEPSTPAGASQATAATGPTVAPKKPRRR 60
LdCL_180008400           ------------------------------------------------------------
LGELEM452_180008600      MRPFTLATGAAPRQLLAVAIATARMSVSSSTPAEPSTPGGASQAEAATGPTVAPKRPRRR 60
                                                                                     
N-terminal_9             IASKLDASALLKNVPSEPGAHAELSTAELERKVEEMSRMNSKQLEEVMRKFEEQENESSR 120
LdCL_180008400           -----------------------------------MSRMNSKQLEEVMRKFEEQENESSR 25
LGELEM452_180008600      ITSKLDASALLKNVPSEPGAHAELSTAELERKVEEMSRMDSKQLEEVMRKFEEQENESSR 120
                                                            ****:********************
N-terminal_9             VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEGRYIGWFAVTVDGRKVKAMKSSQVL 180
LdCL_180008400           VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEGRYIGWFAVTVDGRKVKAMKSSQVL 85
LGELEM452_180008600      VLSEDSLYQMEVSLKPRSSGAVRVFWKDVDVVELEDRYPGWFAVTVDGRKVKAMKSSQVL 180
                         ***********************************.** *********************
N-terminal_9             AVPSEAMACCCAQEYAEQTGYINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQNDNL 240
LdCL_180008400           AVPSEAMACCCAQEYAEQTGYINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQNDNL 145
LGELEM452_180008600      AVPSEAMACCCAQEYAEQTGHINQLLMPMSDICSGALHIAPQMLTPRIDYLLSFFQSDNL 240
                         ********************:***********************************.***
N-terminal_9             YFRAAPIAAKQDAMIAPIIAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 300
LdCL_180008400           YFRAAPIAAKQDAMIAPIIAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 205
LGELEM452_180008600      YFRAAPIAAKQDAMIAPIIAWFERVYEMDVPRVVGIGDPHITPHATAKMRDALIAMNMNP 300
                         ************************************************************
N-terminal_9             YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTTLAINRAEEQHSISEAGLVAGYHDIREAD 360
LdCL_180008400           YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTTLAINRAEEQHSISEAGLVAGYHDIREAD 265
LGELEM452_180008600      YQVLAMCVTAQFTSSLLLPLALFSGVVDLPTALAINRAEEQHSISEAGLVAGYHDIREAD 360
                         *******************************:****************************
N-terminal_9             AVTKICACAMTWKLMKDVPLAKCLEMPRAASAVEEAEAI 399
LdCL_180008400           AVTKICACAMTWKLMKDVPLAKCLEMPRAASAVEEAEAI 304
LGELEM452_180008600      AVTKICACAMTWKLMKDVPLAKCLEMPRAASAMEEAEAV 399
                         ********************************:*****:

Promastigote life stage

Leishmania donovani CL_SL Chromosome 18 (Negative strand)



Gene: LdCL_180016100

Supplementary Figure 10

A

B

C

Current Annotation

N-terminal extension 10: Vacuolar protein sorting-associated protein 16

FDNSLVAHSGCGGLVALFSPR

Gene: LdCL_180015900

Vps16Cysteine peptidase, 
Clan CA, family C2

Protein kinase A 
catalytic subunit

Current gene: LdCL_180016000

446,527 448,818 449,534 452,029

449,240 452,029

452,970 453,968 

N-terminal_10          MPHKRHFDQTSRLGSWISLGADALLRFSELENYSNSLPFKFDNSLVAHSGCGGLVALFSP 60
LdCL_180016000         ------------------------------------------------------------
LAEL147_000268700      MPHKRHFDQTSRVGSWISLGADALLRFSELEDYSNSLPFKLDNSSVAHSGCGGLVALFSP 60
                                                                                   

N-terminal_10          RACNFSTNENSIFLFHLAGAPLQKRIRIPLKAIESVVYMTWNKAADHLIVVSNTGFVHFY 120
LdCL_180016000         --------------------------------------MTWNKAADHLIVVSNTGFVHFY 22
LAEL147_000268700      RACNFSANENSIFLFHLAGTPLQKRTRIPLKAIESVVYMTWNKAADHLIVVLNTGFVHFY 120
                                                             ************* ********

N-terminal_10          NYCGATAATSLPMEIPVVCTSCDNGFVALIDTATEAKLVLVHLGPQKEYTVRELSLPQSI 180
LdCL_180016000         NYCGATAATSLPMEIPVVCTSCDNGFVALIDTATEAKLVLVHLGPQKEYTVRELSLPQSI 82
LAEL147_000268700      NYCGATAATSLPMEIPVVCTSCDNGFVALVDTATEAKLVLVHLGPQKEYTVRELSLPQSI 180
                       *****************************:******************************

N-terminal_10          RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCVFGASNSSFLELDVPVEGGR 240
LdCL_180016000         RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCVFGASNSSFLELDVPVEGGR 142
LAEL147_000268700      RQFMRTIALVALDESADKRQTTEVFLSYSPWSSNSFICRCAFGASNSSFLELDVPVEGGR 240
                       ****************************************.*******************

N-terminal_10          VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVQMTWCGSHCVAYLQ 300
LdCL_180016000         VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVQMTWCGSHCVAYLQ 202
LAEL147_000268700      VLEMCRSPTGRAVAFMMLDGSVYSTNSGFSEVSLLRRTDATPESFVQMTWCGSHCVAYLQ 300
                       ************************************************************

N-terminal_10          RMQYGSASGEAEGEGEDYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL 360
LdCL_180016000         RMQYGSASGEAEGEGEDYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL 262
LAEL147_000268700      RMQYGSAS—-GEGGCEEYSCSLFLMSVDEPDNSDCISDLPFDGCLLPEKDGVWVLSRESL 358
                       ********  .**  *:*******************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 18 (Positive strand)



Gene: LdCL_190005200

Supplementary Figure 11

A

B

C

Current Annotation

N-terminal extension 11: Hypothetical protein

MSAGPKPEPR

Gene: LdCL_190005000

HypotheticalQb-SNARE Histone H2B
Current gene: LdCL_190005100

1,211 2,098 3,384 4,157

3,039 4,157

5,207 5,530

N-terminal_11       MSAGPKPEPRQAPRERNSPKPPTANSSSAPAERPQRRRDNAERREGGERGERGDRRDRPE 60
LdCL_190005100      ------------------------------------------------------------
LINF_190005100      MSAGPKPEPRQAPRERNSPKPPTANSSSAPAERPQRRRDNAERREGGERGERGDRRDRPE 60
                                                                                
N-terminal_11       RQERPRRPQAGLAAAAERSKPATEEKAHGPVVHVKGDIASGSTWAKNGSGPSFADMVRQR 120
LdCL_190005100      -------------------------------------------------------MVRQR 5
LINF_190005100      RQERPRRPQAGLAAAVERSKPATEEKAHGPVVHVKGDIASGSTWAKNGSGPSFADMVRQR 120
                                                                           *****
N-terminal_11       TSVGAGALAAKETPSPLKGAQSQVRTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN 180
LdCL_190005100      TSVGAGALAAKETPSPLKGAQSQVRTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN 65
LINF_190005100      TSVGAGALAAKETPSPLKRAQSQVQTPPPPPEPPQSQPESVQQSVPAQPEESSEEEVVVN 180
                    ****************** *****:***********************************
N-terminal_11       TVQAPAVMEMEPIPEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ 240
LdCL_190005100      TVQAPAVMEMEPIPEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ 125
LINF_190005100      TVQAPAVMEMEPIPEPPAPVALVIAPHYVLEIERVVSVKLPPRVTQTAETQRGLYMFSAQ 240
                    ************************************************************
N-terminal_11       AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQHAWPSASQFDYWNNAP 300
LdCL_190005100      AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQHAWPSASQFDYWNNAP 185
LINF_190005100      AGKPPTPPPTVQQHAVYRPDTANLGTRQWSLGTDSRIQQPPQQQHAWPSASQFDYWNNAP 300
                    ************************************************************
N-terminal_11       ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPFN 360
LdCL_190005100      ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPFN 245
LINF_190005100      ERVQASRPFMGTQAQAPYNSYPSAVPLAHQRATGNAFPVRFRSSEVPESALRQQSAVPFN 360
                    ************************************************************
N-terminal_11       RASQPTNGGGVW 372
LdCL_190005100      RASQPTNGGGVW 257
LINF_190005100      RASQPTNGGGVW 372
                    ************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 19 (Negative strand)



Gene: LdCL_190008400

Supplementary Figure 12

A

B

C

Current Annotation

N-terminal extension 12: Intraflagellar transport protein 80

WNANGEALGVVK

Gene: LdCL_190008200

IFT 80IFT 52 Hypothetical
Current gene: LdCL_190008300

119,826 121,847 123,953 125,737

123,383 125,737

127,154 128,530

N-terminal_12          MRLNITSAKERHGEACTTVAVSLNGDIISGSDDFTVRRWNANGEALGVVKEFDSCVTFVT 60
LdCL_190008300         ------------------------------------------------------------
LTRL590_190008000      MRLNITSAKERHGEACTTVAVSLNGDIISGSDDFTVRRWNANGEALGVVKEFDSCVTFVT 60
                                                                                   

N-terminal_12          WVPRVGRGARLARGAAAETREGRDNCLVACADGSFSFVNTASGRVERTIEAHAGSITAAV 120
LdCL_190008300         ------------------------------------------------------------
LTRL590_190008000      WVPAVGRGARLARGAAAETREGRDNCLVACADGSFSFVNTASGRVERTIEAHAGSITAAV 120
                                                                                   

N-terminal_12          YPADGSSIITAGEDGCVKVWSQAGIPRTTLANAGRCINALCWGTEAAELGGDCVLYAVGS 180
LdCL_190008300         ------------------------------------------------------------
LTRL590_190008000      YAADGSSIITAGEDGCVKVWSQAGIPRTTLANAGRCINALCWGTEATELGGDCVLYAVGS 180
                                                                                   

N-terminal_12          DVVIKPLNPAMKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGAYKVWDPCGCSIFVSAA 240
LdCL_190008300         ----------MKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGAYKVWDPCGCSIFVSAA 50
LTRL590_190008000      DVVIKPLNPAMKKQIKWKAHKGVVLCADWSRMSGMIVTGGEDGVYKVWDPYGCSIFVAAA 240
                                 *********************************.****** ******:**

N-terminal_12          GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG 300
LdCL_190008300         GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG 110
LTRL590_190008000      GEHPITSVRFAADGESFAVGSFMNVRVCDKTGWSHSYERTTEGSAMALDWMPDGTQMILG 300
                       ************************************************************

N-terminal_12          NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL 360
LdCL_190008300         NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL 170
LTRL590_190008000      NGTGALSIAQIVDRKVSWGPYTVTLLDSRRLTVQDVVKDTVQEIELADKVIKLELGCGYL 360
                       ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 19 (Positive strand)



Gene: LdCL_220010000

Supplementary Figure 13

A

B

C

Current Annotation

N-terminal extension 13: 50S ribosome-binding GTPase/Dynamin family

SSYLEPYDGVYR

Gene: LdCL_220009800
50S ribosome-binding 

GTPase/Dynamin familytRNA binding domain Protien kinase
Current gene:  LdCL_220009900

196,688 197,935 198,864 200,198

198,405 200,198

203,858 206,044

N-terminal_13            MYRRLSRVASSQAESRPRTVASAAGWAPTQSFSTAHSPRGSFNSGAVSWLVAASRGLRMH 60
LdCL_220009900           ------------------------------------------------------------
LGELEM452_220010000      MHRRLSRVASSQADSRLRTVASAAGWVPTQSFSTAHPPRGAFNNAAVPSLVAASRSLRTN 60
                                                                                     

N-terminal_13            TFVMGTPVNRVQRRGYFSNGPHHQEHSVNLDSGTGKATDGSGASAALSLSSGASSHAAVQ 120
LdCL_220009900           ------------------------------------------------------------
LGELEM452_220010000      TFVMGTPANRAQRRGYSSSGPHHQEHSVNLDSGAGKAADGSGASAALSLSSWASSHAAVQ 120
                                                                                     

N-terminal_13            AGIEAELQALRSSYLEPYDGVYRFLTPFKSTTPMVMFLGNHSSGKSTLINYLSGCEIQET 180
LdCL_220009900           ---------------------------------MVMFLGNHSSGKSTLINYLSGCEIQET 27
LGELEM452_220010000      AGIEGELQALRSSYLEPYDGVYRFLTPFKSTTPMVMFLGNHSSGKSTLINYLSGCEVQET 180
                                                          ***********************:***

N-terminal_13            GVAPTDDGFTVIKRGTYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ 240
LdCL_220009900           GVAPTDDGFTVIKRGTYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ 87
LGELEM452_220010000      GVAPTDDGFTVIKRGAYDMDADGPSVVSNPKYQYQSLQQFGISFVTHFKMKTRAMPATSQ 240
                         ***************:********************************************

N-terminal_13            IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLAVTRWFAQQSDVILLMFDPANP 300
LdCL_220009900           IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLAVTRWFAQQSDVILLMFDPANP 147
LGELEM452_220010000      IPMDMVLVDTPGMIDTPVHASSAEQAGSGDHTRGYDFLGVTRWFAQQSDVILLMFDPANP 300
                         **************************************.*********************

N-terminal_13            GTTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV 360
LdCL_220009900           GTTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV 207
LGELEM452_220010000      GTTGETLDVLTKSLTGYEHKFFLVLNKVDVFEKVTDFARAYGTLCWNLSKVMKMKDIPRV 360
                         ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 22 (Negative strand)



Gene: LdCL_230013900

Supplementary Figure 14

A

B

C

Current Annotation

N-terminal extension 14: Kinesin

VSEITSFR

Gene: LdCL_230013700

KinesinUBA1 MYCBP
Current gene: LdCL_230013800

266,604 269,738 274,072 276,042

273,754 276,042

278,393 281,611

N-terminal_14          MLNGEPRLIQAPKRLKGRGAGRGTARDGYGDTPYRGPTSARPTTPVRSGRKAARSPLQPR 60
LdCL_230013800         ------------------------------------------------------------
LAEL147_000359800      MLNGEPRLIQAPKRRKGNGAGRGTERDGYGDTPYRGLTSARPTTPVRSGPKAARSPLQPR 60
                                                                                   

N-terminal_14          LQNPDRNLTTEDAAEGTEAFKNRVSEITSFRVVSRVRPFIKEELAEMEGQERRSVVEMTN 120
LdCL_230013800         ----------------------------------------------MEGQERRSVVEMTN 14
LAEL147_000359800      LQNSDRNLTSEDAAVGTEAFKNRVSEITSFRVVSRVRPFIKEELAEMEGQERRSVVEMTN 120
                                                                     **************

N-terminal_14          TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV 180
LdCL_230013800         TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV 74
LAEL147_000359800      TKTILLDPKDGWAPKAQFDFDASLWSIPPTHRIVHTFQDTKHKTYATQKDVYNLIAKDLV 180
                       ************************************************************

N-terminal_14          PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME 240
LdCL_230013800         PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME 134
LAEL147_000359800      PHVFNGFNSCILTYGQTGSGKTYTMMGLYDPNASCGGDGEEGIIPRVSNDIFIILKERME 240
                       ************************************************************

N-terminal_14          EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNERLQDARIRQDPYSGPFV 300
LdCL_230013800         EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNERLQDARIRQDPYSGPFV 194
LAEL147_000359800      EEAKTRPPRDRTKFRVEVSFVEIYMERVRDLLDPALRHTRGNEHLQDARIRQDPYSGPFV 300
                       *******************************************:****************

N-terminal_14          EGVTKYEVENWAQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA 360
LdCL_230013800         EGVTKYEVENWAQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA 254
LAEL147_000359800      EGVTKYEVEDWTQCCTLLERGSQHRTTCATAVHNQSSRSHAIFQLTVVQEQVVPGNNKYA 360
                       *********:*:************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 23 (Negative strand)



Gene: LdCL_240025400

Supplementary Figure 15

A

B

C

Current Annotation

N-terminal extension 15: Cyclin 10

GVDEIEKPLICHFFR

Gene: LdCL_240025200

KinesinCyclin 11 PLAA family ubiquitin binding

Current gene: LdCL_240025300

715,775 718,570 729,036 731,012

728,856 731,012

733,059 735,545 

N-terminal_15          MVQNGRNHAGDANNHSSSHTEDGNTSRVYSPPRLSPAVPPRGVDEIEKPLICHFFRKPST 60
LdCL_240025300         ------------------------------------------------------------
LAEL147_000394600      MVQNGRNHAGDANSHSSSHAEDGNTSRAYYPPRLSPAAPPRGVDEIEKPLICHFFRKPSP 60
                                                                                   

N-terminal_15          MQIGLAGCNSSLHTSPSSGSAAGSGFYGARGQEAAASATVDSSGANGLCAGATMLSPSAT 120
LdCL_240025300         MQIGLAGCNSSLHTSPSSGSAAGSGFYGARGQEAAASATVDSSGANGLCAGATMLSPSAT 60
LAEL147_000394600      MQIGLAGCNSSLHTSPNSGSAAGSGFYGARGQEAASSATVNSSGTNGLCAGATMLSPSAT 120
                       ****************.******************:****:***:***************

N-terminal_15          PTLPPLPSTMDEPVDLFPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY 180
LdCL_240025300         PTLPPLPSTMDEPVDLFPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY 123
LAEL147_000394600      PTLPPLPSTMDEPVDLLPLTPSVSMPQRHSKRSGRLLNESETMQEKHGQEYRFLVPWLAY 180
                       ****************:*******************************************

N-terminal_15          AIDCTIAAHEVLRQKHGIPAHVSSPASPSATTLNGATDAERSPRGSVNGGLTCANTTGSS 240
LdCL_240025300         AIDCTIAAHEVLRQKHGIPAHVSSPASPSATTLNGATDAERSPRGSVNGGLTCANTTGSS 180
LAEL147_000394600      AIDCTIAAHEVLRQKHGIPAHVSSPASPSANTLNGATDAKRSPRGSANGGPTCADTAGSS 240
                       ******************************.********:******.*** ***:*:***

N-terminal_15          SSGSGKATLPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLLCM 300
LdCL_240025300         SSGSGKATLPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLLCM 240
LAEL147_000394600      S-GSGQAALPSPQAELNAFSTREVPAISVHDYLKRIVKYTYVSPSVLVCGCLYLDRLLCM 300
                       * ***:*:****************************************************

N-terminal_15          HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQN 360
LdCL_240025300         HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQN 300
LAEL147_000394600      HPCMLLHPYNVFKLFLTSTRMASKIMDTRTLNNHDFSVVGGVTNDDLNALEFLMVELLQN 360
                       ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 24 (Negative strand)



Gene: LdCL_280008700

Supplementary Figure 16

A

B

C

Current Annotation

N-terminal extension 16: Hypothetical protein

VETAWPILR

Gene: LdCL_280008500

HypotheticalUbiquitin activating enzyme Saccharopine dehydrogenase

Current gene: LdCL_280008600

111,702 112,565 113,564 113,941

113,327 113,941

114,842 116,020

N-terminal_16          MATCLGVTMRAVISALLLCGLVAEVTFADPVRSTEYAGRVAAVTCCERVETAWPILRSWS 60
LdCL_280008600         ------------------------------------------------------------
LTRL590_280008500      MTTCPGATLRAVLSALLLCGLVAEVTFADPVRSTEYAGRVAAVTCCERVETAWPILRSWS 60
                                                                                   

N-terminal_16          RTCANERARGYATVKRFATMLAAYSRSSAPALTLSQVCRGKYLSREAVQAFFEHAFCGAL 120
LdCL_280008600         -------------------MLAAYSRSSAPALTLSQVCRGKYLSREAVQAFFEHAFCGAL 41
LTRL590_280008500      RTCANERARGDATVKRFATMLAAHSRSSAPALTLSQVCRGKYLSPEAVQAFFEHAFCGAL 120
                                          ****:******************** ***************

N-terminal_16          PITHTDLVHSAYSPLMEDAPHDEDALASDVAVECQRLQQRWTMQAEQWEELLGGRHDLAD 180
LdCL_280008600         PITHTDLVHSAYSPLMEDAPHDEDALASDVAVECQRLQQRWTMQAEQWEELLGGRHDLAD 101
LTRL590_280008500      PITHTDLVHSAYSPLMEDAPHDEDALTSDVAVACQRLQQRWTMQAEQWEELLGGRHDLAD 180
                       **************************:***** ***************************

N-terminal_16          AQYGLCPRSCTWVKDMLAGDAYDL 204
LdCL_280008600         AQYGLCPRSCTWVKDMLAGDAYDL 125
LTRL590_280008500      AQYGLCPRSCTSVKDMLAGDAYDL 204
                       *********** ************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 28 (Negative strand)



Gene: LdCL_290015100

Supplementary Figure 17

A

B

C

Current Annotation

N-terminal extension 17: IPP transferase/Zinc-finger of C2H2 type

IVTSFINGFFQR

Gene: LdCL_290014900

IPP transferaseSignal peptide peptidase DUF914
Current gene: LdCL_290015000

357,701 358,633 359,143 359,790

358,435 359,790

360,854 362,212

N-terminal_17          MRTVDKPVFFVIGSTGSGKSRVAIYLAQELRRVHNYKDVVIINCDVYQCYTDLPILTNKP 60
LdCL_290015000         ------------------------------------------------------------
LAEL147_000524600      MRTVDKPVFFVIGSTGSGKSRVAICLAQELRRLHNYKDVVIINCDVYQCYTDLPILTNKP 60
                                                                                   

N-terminal_17          SATDLGGVTHLCLGLLSSDGSVICDNNGGSVEQREFCHEAQIQLTGNASFNVHSYERIVT 120
LdCL_290015000         ------------------------------------------------------------
LAEL147_000524600      SATDLGGVTHVCLGFLSSDGSVICDNNGGSVEQREFCHEAQIQLSGNASFNVHSYERIVT 120
                                                                                   

N-terminal_17          SFINGFFQRHADGAVIICGGTCYYAQALLFADSLVYDREQHALCSYTDSDAEDGLWERLS 180
LdCL_290015000         ------------------------------------------------------------
LAEL147_000524600      SFINGFFQRHADAAVIICGGTCYYAQALLFADSLVYDREQHALCSYPDLDAEDGLWERLN 180
                                                                                   

N-terminal_17          AVDAEVALRYHPNDRRRIKRLLEIYDSTGQAPSAIFDSQASKLRFDSNALFIVWVRMERE 240
LdCL_290015000         --------------------------------------------------------MERE 4
LAEL147_000524600      AVDAEVALRYHPNDRRRIKRLLEIYDATRQAPSAIFDSQASKLRFDSNALFIVWVRMERE 240
                                                                               ****

N-terminal_17          VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGRKLPHNSLSGAIGCKEFSQFFTSDNPSLIS 300
LdCL_290015000         VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGRKLPHNSLSGAIGCKEFSQFFTSDNPSLIS 64
LAEL147_000524600      VLDDFLNRRVDLMLQRGMLGEVKAFWLKNGGKLPHNSLSEAIGCKEFSKFFTSDNPSLIT 300
                       ****************************** ******** ********:**********:

N-terminal_17          SSDCENAVAQIKSNTRRYARQQERWIQNRLLPLLHSSSLKEAPTHFVQLWVQEGVDALPS 360
LdCL_290015000         SSDCENAVAQIKSNTRRYARQQERWIQNRLLPLLHSSSLKEAPTHFVQLWVQEGVDALPS 124
LAEL147_000524600      GSDCENAVAQIKSNTRRYARQQERWIQNRLLPLLHSSSLKEAPTHFVQLWAQEGVDALPS 360
                       .*************************************************.*********

Promastigote life stage

Leishmania donovani CL_SL Chromosome 29 (Negative strand)



Gene: LdCL_300011300

Supplementary Figure 18

A

B

C

Current Annotation

N-terminal extension 18: Ciliary BBSome complex subunit 2

EASASAQTLAVRPPPSAVSLAFGSSGQR

Gene: LdCL_300011100

BBS2AMP-binding enzyme Protein kinase
Current gene: LdCL_300011200

187,016 188,455 189,738 191,702

189,207 191,702

199,588 202,374

N-terminal_18       MATAKDASNHIRLDTAFELNIGAPILPDRVAAGRFLRSAAAREASASAQTLAVRPPPSAV 60
LdCL_300011200      ------------------------------------------------------------
LdBPK_300610.1      MATAKDASNHIRLDTAFELNIGAPILPDRVAAGRFLRSAAAREASASAQTLAVRPPPSAV 60
                                                                                

N-terminal_18       SLAFGSSGQRILLHNNNTSTAKAKRSAKRGEAQASVGVTFRLEDDESVIQTLNFGKAPTA 120
LdCL_300011200      ------------------------------------------------------------
LdBPK_300610.1      SLAFGSSGQRILLHNNNTSTAKAKRSAKRGEAQASVGVTFRLEDDESVIQTLNFGKAPTA 120
                                                                                

N-terminal_18       LAAGQLYDTWSTDIAATYDVLLFGAATSLLAYDAEQNKQVFYKDVEDGVQAVVCGTVMKP 180
LdCL_300011200      ---------------------------------------------------------MKP 3
LdBPK_300610.1      LAAGQLYDTWSTDIAATYDVLLFGAATSLLAYDAEQNKQVFYKDVEDGVQAVVCGTVMKP 180
                                                                             ***

N-terminal_18       SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL 240
LdCL_300011200      SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL 63
LdBPK_300610.1      SSTSGEAPPLAVVGGNCSIFGFDRFGAERYWTVTGDQVTAMALMPWTSVPDSGSAPLSLL 240
                    ************************************************************

N-terminal_18       VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLENGT 300
LdCL_300011200      VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLENGT 123
LdBPK_300610.1      VASDDFEVRVYDGEEAIATVHEVDRVQKLVPLWQPSRIPDTEAAAADSAGRYAYLLANGT 300
                    ******************************************************** ***

N-terminal_18       VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV 360
LdCL_300011200      VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV 183
LdBPK_300610.1      VGMYERGERVWRVRGKSVPVSAAFCDVDGDGVAELVIGWSNGRVEVRTDRGGGLEKGGSV 360
                    ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 30 (Negative strand)



Gene: LdCL_330033600

Supplementary Figure 19

A

B

C

Current Annotation

N-terminal extension 19: Mitochondrial RNA binding complex 1 subunit

GQFNPIHAFTEHSISPAK

Gene: LdCL_330033400

MRB1Radial spokehead UAP1
Current gene: LdCL_330033500

1,059,821 1,060,780 1,062,027 1,064,060

1,061,652 1,064,060

1,065,669 1,067,384

N-terminal_19            MLRRRCVRAAAADGVLGGDAAAITYALGSASRTVTSRGQFNPIHAFTEHSISPAKRATNE 60
LdCL_330033500           ------------------------------------------------------------
LGELEM452_330034400      MLRRRCVRAAATDGVLGGGAAVIAYALAGASRTVTSRGQFNPLHAFTAHSISPARRATNE 60
                                                                                     

N-terminal_19            KEFEVMITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTKQADEEGP 120
LdCL_330033500           -----MITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTKQADEEGP 55
LGELEM452_330034400      KEFELMITNPGPLRVAYSPDYLDWLYRAYRSKLKYTDERKKAEEVFNGLLLTSQADEQGP 120
                              ***********************************************.****:**

N-terminal_19            AAAAALPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDALAKQQGMLDLFERQPQFPAI 180
LdCL_330033500           AAAAALPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDALAKQQGMLDLFERQPQFPAI 115
LGELEM452_330034400      TAAAALPGAPPPGQTLRPRHSVRRQAGEARRAAAQAKLDTLAKQQGMLDLFERQPQFPAI 180
                         :**************************************:********************

N-terminal_19            HIDKAARCHVVELFKEMVLDRAWKPEEVWDKALLYRAILAERQASYPASYRYILDTAQGV 240
LdCL_330033500           HIDKAARCHVVELFKEMVLDRAWKPEEVWDKALLYRAILAERQASYPASYRYILDTAQGV 175
LGELEM452_330034400      HLDKAARCHVVELFKEMVLDRAWKPGEVWDKALLYRAILAERQASYPASYRYILDTAQGV 240
                         *:*********************** **********************************

N-terminal_19            NLAPRESGISDTGSNGSSVDARSSNESAGGIVGQSTLVIPREDDYMYFVYLVRRYYIDNA 300
LdCL_330033500           NLAPRESGISDTGSNGSSVDARSSNESAGGIVGQSTLVIPREDDYMYFVYLVRRYYIDNA 235
LGELEM452_330034400      NLAPRESGSSDTGSSSSSVDARSSNESAGGIVSESTLVIPREDDYMYFVYLVRRYYIDNA 300
                         ******** *****..****************.:**************************

N-terminal_19            VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASVKAQDGAAAA 360
LdCL_330033500           VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASVKAQDGAAAA 295
LGELEM452_330034400      VEGHVVLRCHRQPNASELLFSHPPPKDEQEVLRSLYRPGTATATQGKDASAKAQDGAAAA 360
                         **************************************************.*********

Promastigote life stage

Leishmania donovani CL_SL Chromosome 33 (Positive strand)



Gene: LdCL_330012300

Supplementary Figure 20

A

B

C

Current Annotation

N-terminal extension 20: intraflagellar transport protein 57/55

LCGHQFDAPGQFDDPNASSTTILAELR

Gene: LdCL_330012100

IFT 57/55Paraflagellar rod Hypothetical
Current gene: LdCL_330012200

222,711 223,217 224,164 225,072

223,819 225,072

226,107 227,576

N-terminal_20          MSEEATAPKKQPVEDATGPTNGLGVDDRTMSDIIDKLRMLDYETNFCRSFKPPFSPLNPY 60
LdCL_330012200         ------------------------------------------------------------
LAEL147_000671600      MSEETTAPKKQPVEDATGPTNGLGVDDRTMSDIIDKLRMLNYETSFCRSFKPPFSPLNPY 60
                                                                                  
N-terminal_20          YFSGPSSIDNPNAQFYYFTSLCVWLMKLCGHQFDAPGQFDDPNASSTTILAELRSMNIAI 120
LdCL_330012200         -------------------------------------------------------MNIAI 5
LAEL147_000671600      YFSGPSSLDNPNAQFYYFTSLCVWLMKLCGHQFDAPGQFDDPNASSTTILAELRSMNIAI 120
                                                                             *****
N-terminal_20          ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYDFQPIDYGQVGRYDELAAVADAEDEQG 180
LdCL_330012200         ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYDFQPIDYGQVGRYDELAAVADAEDEQG 65
LAEL147_000671600      ANIAPTRLKQGSGEAVLAVLSALVNAALSSTGYGFQPIDYGQVERYDELAAVADAEDEQG 180
                       *********************************.********* ****************
N-terminal_20          EDEIEDNVVIDSDDDDEVYVGAVSGNRSAKSDADRPPTPKVDAEEWKMEVERVAPLLQVR 240
LdCL_330012200         EDEIEDNVVIDSDDDDEVYVGAVSGNRSAKSDADRPPTPKVDAEEWKMEVERVAPLLQVR 125
LAEL147_000671600      EDEIEDNVVIDSDDDDEVYVRAVSGNRSAKNDADRPPTPRVDVEEWKMEVERVAPLLQVR 240
                       ******************** *********.********:**.*****************
N-terminal_20          QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 300
LdCL_330012200         QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 185
LAEL147_000671600      QSSLDDWRSRIESATVLLKAVENMYPDVKQMLERLAGDMDKSRDRIQKREQTLAQQFSDQ 300
                       ************************************************************
N-terminal_20          VEDYRVKLRELNTSRDSANVAQQTVQQMTVELNQISELLDQTKRDIAERQAKISDTTPLI 360
LdCL_330012200         VEDYRVKLRELNTSRDSANVAQQTVQQMTVELNQISELLDQTKRDIAERQAKISDTTPLI 245
LAEL147_000671600      VEDYRVKLRELNTSRDSANVAQQTVQQMTVELNQISELLDQTKRDIAERQAKISDTTPLI 360
                       ************************************************************
N-terminal_20          QVKEAVVKVQAEIKLMSLRIGILQNGVLQHVMKQTKARREGPTVEGTEMYSGEIMFS 417
LdCL_330012200         QVKEAVVKVQAEIKLMSLRIGILQNGVLQHVMKQTKARREGPTVEGTEMYSGEIMFS 302
LAEL147_000671600      QVKEAVVKVQAEIKLMSLRIGILQNGVLQHVMKQTKARREGPTAEGTEMYSGEIMFS 417
                       *******************************************.*************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 33 (Positive strand)



Gene: LdCL_330019000

Supplementary Figure 21

A

B

C

Current Annotation

N-terminal extension 21: Hypothetical protein

RDPTEFLR

Gene: LdCL_330018800

HypotheticalAAA domain Hypothetical
Current gene: LdCL_330018900

486,151 488,121 489,290 490,330

489,236 490,330

491,426 491,426

N-terminal_21            MTDPTRRDPTEFLRVLRRMSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA 60
LdCL_330018900           ------------------MSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA 42
LGELEM452_330018800      MTDPTRRDPTEFLRVLRRMSNTTSWQKAMIFASKGRMVGYRLTLEHYNTVLYSQSMWGRA 60
                                           ******************************************
N-terminal_21            LEMIKVIRAMQQDGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ 120
LdCL_330018900           LEMIKVIRAMQQDGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ 102
LGELEM452_330018800      LEMIKVIRAMQQDGVQPNGATYYYIVNGMANAEHGYNYDFNINHRLEKLQHWRVALNALQ 120
                         ************************************************************
N-terminal_21            ACEANGFDSTDTMHNSVIVTMTIPGMNHWKEALQVLKKIIDEDRQLHPSMVRFLHDCLIR 180
LdCL_330018900           ACEANGFDSTDTMHNSVIVTMTIPGMNHWKEALQVLKKIIDEDRQLHPSMVRFLHDCLIR 162
LGELEM452_330018800      ACEANGFDSTDTMHNSVIVTMTIPGMNHWREALQVLKKIIDEDRQLHPNMVRFLHDCLIR 180
                         *****************************:******************.***********
N-terminal_21            NYRPREASDLLRRAAERGVKGYESAWETDVYKGKPTDAQLEASQAEAAVTAAAGTECVAG 240
LdCL_330018900           NYRPREASDLLRRAAERGVKGYESAWETDVYKGKPTDAQLEASQAEAAVTAAAGTECVAG 222
LGELEM452_330018800      NYRPREASDLLRCAAERGVKGYETAWETDVYKGKPTDAQLEASQAEAAVTDAARTECVAG 240
                         ************ **********:************************** ** ******
N-terminal_21            SSGALSSLTSDCKEATRNSAQASAAATLMALQLRGDQALPPPQMRSALQEEMERNITAER 300
LdCL_330018900           SSGALSSLTSDCKEATRNSAQASAAATLMALQLRGDQALPPPQMRSALQEEMERNITAER 282
LGELEM452_330018800      SSGALSSSTSDCKEAARNSAQASAAATLMALQLRGDQTLPPPQMRSALQEEMERSITAER 300
                         ******* *******:*********************:****************.*****
N-terminal_21            QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA 360
LdCL_330018900           QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA 342
LGELEM452_330018800      QALRPFTAGLHYTEMRSVFRPRVHRQLWYQWHQIANRYRPTASLKRRQLAPRDSPTGIPA 360
                         ************************************************************
N-terminal_21            WNRL 364
LdCL_330018900           WNRL 356
LGELEM452_330018800      WNRL 364
                         ****

Promastigote life stage

Leishmania donovani CL_SL Chromosome 33 (Positive strand)



Gene: LdCL_340019500

Supplementary Figure 22

A

B

C

Current Annotation

N-terminal extension 22: 3'-5' exonuclease

IWAEMMQTLR

Gene: LdCL_340019300

3'-5' exonucleaseAAA domain Hypothetical
Current gene: LdCL_340019400

577,068 581,840 582,191 583,837

582,089 583,837

585,312 585,590

N-terminal_22            MKTITSSVVAARLCGVFVDSSAAWLSYGERIWAEMMQTLRQQPGHLKIMGMDSEWFRDLP 60
LdCL_340019400           ----------------------------------MMQTLRQQPGHLKIMGMDSEWFRDLP 26
LGELEM452_340014400      MKTITSSVVAARLCGVFVDSSAAWLSYGERIWAEMMQTLRQQPVHLKIMGMDSEWFRNLP 60
                                                           ********* *************:**

N-terminal_22            LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLQKEQNITI 120
LdCL_340019400           LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLQKEQNITI 86
LGELEM452_340014400      LAVVQFATSSHCFVLHISFFDGRILPAAVKEALCDPSIIKCGVGVSGDVSRLQKEQNITI 120
                         ************************************************************

N-terminal_22            QSVLDVAQYSALFGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE 180
LdCL_340019400           QSVLDVAQYSALFGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE 146
LGELEM452_340014400      QSVLDVAQYSALLGLHQGAQSNLKVLAKSVANLSIEKDKMITRSNWELPLSDSRVNYAAE 180
                         ************:***********************************************

N-terminal_22            DALASYLVGRAVMLKASEVTNMSAHTFDAAQWLQRTSSKAAMELKKLQREVLKSEAEKGK 240
LdCL_340019400           DALASYLVGRAVMLKASEVTNMSAHTFDAAQWLQRTSSKAAMELKKLQREVLKSEAEKGK 206
LGELEM452_340014400      DALASYLVGRAVMLKASEMTNMSADTFDAVQWLQRTSSKAAMELKKLQRETLKSEAEKEK 240
                         ******************:*****.****.********************.******* *

N-terminal_22            KACPVSKSSGGDVLPAHFRSGTKVRVLDRNGKFIFECSSGRAKFYVMEKNLAVITKHEKS 300
LdCL_340019400 KACPVSKSSGGDVLPAHFRSGTKVRVLDRNGKFIFECSSGRAKFYVMEKNLAVITKHEKS 266
LGELEM452_340014400      KACPASKISGGDALLAQLRSGTKVRVLDRNGNFIFECSSGRAKFYVMEKNLAVITKHVKG 300
                         ****.** ****.* *::*************:************************* *.

N-terminal_22            DTRKALEIQLLFDPKVKTRLCIHHALGVCELKNQCPFAHGVSELQAKAAALVDSQIPSCA 360
LdCL_340019400           DTRKALEIQLLFDPKVKTRLCIHHALGVCELKNQCPFAHGVSELQAKAAALVDSQIPSCA 322
LGELEM452_340014400      DPRKALEIQLLFDPKVKTRLCMYHALGRCELQDQCPFAHGVSELQADAAALVDSQIPSCA 360
                         *.*******************::**** ***::*************.*************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 34 (Positive strand)



Gene: LdCL_350040200

Supplementary Figure 23

A

B

C

Current Annotation

N-terminal extension 23: Peroxidase

LFSRPDLAVVAVR

Gene: LdCL_350040000

PeroxidaseDNA-repair Acyl transferase
Current gene: LdCL_350040100

1,337,385 1,339,907 1,340,868 1,341,977

1,340,565 1,341,977

1,342,866 1,344,464

N-terminal_23       MYRASLLKRSTRGLFSSTSGRLLWWGCKESDLHRLARQRPWWETAAIFTGLLAFVNVTSA 60
LdCL_350040100      ------------------------------------------------------------
LmjF.35.3460        MYRASLLKRSPRGLFSPTSGRLLWWGCKESDLHRLARQRPWWETAAIFTGLLVFVNVTSA 60
                                                                               

N-terminal_23       FFYALNRWYQRWRPSGNELHIRDSIDQKLFSRPDLAVVAVRMLLHHALSNTQTPFGCPIV 120
LdCL_350040100      -----------------------------------------MLLHHALSNTQTPFGCPIV 19
LmjF.35.3460        FFYALNRWYQHWRPSGNELHIRDSIDQKLFSRPDLAVVAVRMLLHHALSNTQTPFGCPIV 120
                                                            *******************

N-terminal_23       APENYREEAEEIADFIWKLSTDQPMYTFPDLWAMFTAKAMARLGGPNVVPLRGRDDPPEF 180
LdCL_350040100      APENYREEAEEIADFIWKLSTDQPMYTFPDLWAMFTAKAMARLGGPNVVPLRGRDDPPEF 79
LmjF.35.3460        APENYREEAEEIVDFIWKLNADQPMYTFPDLWAMLTAKAMARLGGPNVVPFRGRDDPPEF 180
                    ************.******.:*************:***************:*********

N-terminal_23       MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE 240
LdCL_350040100      MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE 139
LmjF.35.3460        MTRDLLLAFPRSLVHEDDRDVLNMKRVLSRQGFSLEQVVALIGCNRCIGFHDAANFHTRE 240
                    ************************************************************

N-terminal_23       EVKPKMKRRPGAIGPSDDEFHLPGTIQKTTMDPYVFGSEYFNLLLDYKWRQPGLFQQRRK 300
LdCL_350040100      EVKPKMKRRPGAIGPSDDEFHLPGTIQKTTMDPYVFGSEYFNLLLDYKWRQPGLFQQRRK 199
LmjF.35.3460        EVKPKMKRRPGVIGPSDDEFHLPGTIQKTTMDPYVFGSEYFDLLLDYKWRQPGLFQQGRK 300
                    ***********.*****************************:*************** **

N-terminal_23       GAYSCNAKERARQVTLLDPFSEKSYESQQRRMGPAEKARESSNATDKRIPATLGDGDSAP 360
LdCL_350040100      GAYSCNAKERARQVTLLDPFSEKSYESQQRRMGPAEKARESSNATDKRIPATLGDGDSAP 259
LmjF.35.3460        GAYRCNAKERARQVTLLDPFSEKSYESQQRRMRAAEKARESSDAAGKRIPSTLGGNDSAP 360

*** **************************** .********:*:.****:***..****

Promastigote life stage

Leishmania donovani CL_SL Chromosome 35 (Negative strand)



Gene: LdCL_350040600

Supplementary Figure 24

A

B

C

Current Annotation

N-terminal extension 24: Zinc finger protein

VCDACYLALR

Gene: LdCL_350040400

Zinc fingerHypothetical SMC family protein
Current gene: LdCL_350040500

1,351,614 1,352,894 1,353,746 1,354,384

1,353,488 1,341,977

1,356,300 1,360,268

N-terminal_24       MGEKQSKGYWQEDEDAPACNGCGCVFSTTVRRHHCRNCGYVLCGDCSRHRAAIPMRGITE 60
LdCL_350040500      ------------------------------------------------------------
LINF_350040400      MGEKQSKGYWQEDEDAPACNGCGCVFSTTVRRHHCRNCGYVLCGDCSRHRAAIPMRGITE 60
                                                                               

N-terminal_24       PERVCDACYLALRNSNMTGSSLSKGGMVPIVNPSEAANRPAAWAAGGTAGGPSADPRMSD 120
LdCL_350040500      --------------------------MVPIVNPSEAANRPAAWAAGGTAGGPSADPRMSD 34
LINF_350040400      PERVCDACYLALRNSNMAGSSLSKGGVVSIVNPSEAANRPAAWAAGGTAGGPSADPRVSD 120
                                              :*.****************************:**

N-terminal_24       AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL 180
LdCL_350040500      AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL 94
LINF_350040400      AAGVAAEAQPSSTAPELTEEQRKAEEYYHNLYGGGAGDHGDNDAAGTAGTHQGTISPEAL 180
                    ************************************************************

N-terminal_24       EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML 240
LdCL_350040500      EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML 154
LINF_350040400      EKELLIQRWNTVRQATVYVDILVQQSERVEPDTAVEYSRETEALTLEPELPINQLGTRML 240
                    ************************************************************

N-terminal_24       PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 298
LdCL_350040500      PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 214
LINF_350040400      PLPPPTTDSARYLVEPVTIIGMPSTTLEKVAADLKQRLATRMPTHALTREPADNFVGY 298
                    **********************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 35 (Negative strand)



Gene: LdCL_360071800

Supplementary Figure 25

A
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C

Current Annotation

N-terminal extension 25: Hypothetical protein

DDDGEGRADDEFVTTPQVADESEMANR

Gene: LdCL_360071600

 HypotheticalHypothetical Galactose oxidase
Current gene: LdCL_360071700

2,392,592 2,393,680 2,394,974 2,395,945

2,394,725 2,395,945

2,398,347 2,399,804

N-terminal_25            MSEGPRKRVAGAQLSRDDDGEGRADDEFVTTPQVADESEMANRRVVRVRRPDGATSSANA 60
LdCL_360071700           ------------------------------------------------------------
LGELEM452_360072700      MSEGPRKRVAGGQLSRDDDGEGRADDEFVTTPQVADESEMANRRVVRVRRPDGATSSANA 60
                                                                                     

N-terminal_25            FARGPSLFKDVSLGSDKEPPVFKMPFGAGDASKGTAAAFSFAAPASSSSKSSSSFGLPPT 120
LdCL_360071700           -----------------------MPFGAGDASKGTAAAFSFAAPASSSSKSSSSFGLPPT 37
LGELEM452_360072700      FARGPSLFKDVSLGSDKEPPVFKMPFGAGDASKGTAAAFSFAAPASSSSQSSSSFGLPPT 120
                                                **************************:**********

N-terminal_25            TKPSGFSFGGSTASPATTGTSTTPKTPFSFGGLPTDGSSATTGTTSSFSLGTNSAPSVTA 180
LdCL_360071700           TKPSGFSFGGSTASPATTGTSTTPKTPFSFGGLPTDGSSATTGTTSSFSLGTNSAPSVTA 97
LGELEM452_360072700      TKPSGFSFGGSTASPATTGSSTTPKVPFSFGGLHADGSSAQTGATSSFSFGTNSAPSVAA 180
                         *******************:*****.******* :***** **:*****:********:*

N-terminal_25            STPAGGFSFGFAPAKSSATAPTDEAPAKEPAPATATALPKAPVFGAGSFNFGSAVNSFVE 240
LdCL_360071700           STPAGGFSFGFAPAKSSATAPTDEAPAKEPAPATATALPKAPVFGAGSFNFGSAVNSFVE 157
LGELEM452_360072700      STPVGGFSFGLAPAKSPATAPTDEAPAKEPAPVTATAQPKAPVFGAGSFNFGSAVNSFVE 240
                         ***.******:*****.***************.**** **********************

N-terminal_25            ARKKMQEEKGPESEADGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFE 300
LdCL_360071700           ARKKMQEEKGPESEADGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFE 217
LGELEM452_360072700      ARKKMQEEKGQESETDGEGEDKGGDAPKDDADGTGFGSEVVEQSARDVLATAPSKLYLFV 300
                         ********** ***:******************************************** 

N-terminal_25            KGEGDTPGRWAERGAGEAKLIAEKK-AEAGVHVHRLLVRGGYALNATVGKNLFTLSKTEA 360
LdCL_360071700           KGEGDTPGRWAERGAGEAKLIAEKK-AEAGVHVHRLLVRGGYALNATVGKNLFTLSKTEA 277
LGELEM452_360072700      KGEGDTPARWAERGAGEAKLIAEEKKAEAGVHVHRLLVRGGYALNATVCKNLFTLSKTEA 360
                         *******.***************:* ********************** ***********

N-terminal_25            KHLILAVATSEGPHTYLLKFTGPNAEVNTTKFSEAIKKIMQDAEKAA 407
LdCL_360071700           KHLILAVATSEGPHTYLLKFTGPNAEVNTTKFSEAIKKIMQDAEKAA 324
LGELEM452_360072700      KHLILAVATSEAPHTYLLKFTGPNAEVNTTKFSEAIKKIMQEAEKAA 407
                         ***********.*****************************:*****

Promastigote life stage

Leishmania donovani CL_SL Chromosome 36 (Negative strand)



Gene: LdCL_200021100

Supplementary Figure 26

A

B

C

Current Annotation

N-terminal extension 26: 40S ribosomal protein S11

QTAVNENMHRPSR

Gene: LdCL_200020900
40S ribosomal 

protein S11
Suppressor of G2 allele of SKP1 Hypothetical

Current gene: LdCL_200021000

691,711 692,352 693,767 694,192

693,671 694,192

695,521 696,732

N-terminal_26          MPVAPQYYHAHAVDATIQHEKAYQRQTAVNENMHRPSRKHVNKSGHIRYSKKIGLGFKTP 60
LMJSD75_210023800      MPVAPQYYHAHAVDATIQHEKAYQRQTAVNENMHRPSRKHVNKSGHIRYSKKIGLGFKTP 60
LdCL_200021000         --------------------------------MHRPSRKHVNKSGHIRYSKKIGLGFKTP 28
                                                       ****************************

N-terminal_26          AKALNGKYIDRKCPFTSNVVIRGRILRGVVHSTKMHRTIIIRRNYLHFIKKYQRYQKRHK 120
LMJSD75_210023800      AKALNGKYIDRKCPFTSNVVIRGRILRGVVHSTKMHRTIIIRRNYLHFIKKYQRYQKRHK 120
LdCL_200021000         AKALNGKYIDRKCPFTSNVVIRGRILRGVVHSTKMHRTIIIRRNYLHFIKKYQRYQKRHK 88
                       ************************************************************

N-terminal_26          SLAVHCSPAFDPKQGDEVVIGQCRPLSKTIRYNVLEVVSKSSADKMGKKFAKN 173
LMJSD75_210023800      SLAVHCSPAFDPKQGDEVVIGQCRPLSKTIRYNVLEVVSKSSADKMGKKFAKN 173
LdCL_200021000         SLAVHCSPAFDPKQGDEVVIGQCRPLSKTIRYNVLEVVSKSSADKMGKKFAKN 141

Promastigote life stage

Leishmania donovani CL_SL Chromosome 20 (Negative strand)



Gene: LdCL_230021300

Supplementary Figure 27
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Current Annotation

N-terminal extension 27: Hypothetical protein

EYPMYPGEYVPAGHNTLSSLR

Gene: LdCL_230021100

HypotheticalCoronin UPF0546
Current gene: LdCL_230021200

581,126 582,658 583,873 584,928

583,603 584,928

585,332 585,697

N-terminal_27       MKQLLSPKTARHARLFRLANRLAGQKGAPESDGERLSWVNSHVKRTQDMELSREEEALRE 60
LdCL_230021200      ------------------------------------------------------------
LmjF.23.1190        MKQLLSPKTARHSRLFRLANRLAGQKGAPESDGERLSWVNSHVKRTQDMELSREEEALRE 60
                                                                                

N-terminal_27       RIMPLEVGDNAVVSNSQATHGNLFHFREYPMYPGEYVPAGHNTLSSLRDELRSDLTAQSL 120
LdCL_230021200      ------------------------------MYPGEYVPAGHNTLSSLRDELRSDLTAQSL 30
LmjF.23.1190        RIMPLEVGDNAVVSNSQATHGNLFHFREYPMYPGEYVPAGHNTLSSLRDELRSDLTAQSL 120
                                                  ******************************

N-terminal_27       KEAWMRVSGGMYFKSIDDYYASVDGLDQEQLGEIVSALLPDLRKYEAQALVTKVLESLSK 180
LdCL_230021200      KEAWMRVSGGMYFKSIDDYYASVDGLDQEQLGEIVSALLPDLRKYEAQALVTKVLESLSK 90
LmjF.23.1190        KEAWMRVSGGMYFKSIDDYYASVDGLDQEQLGEIVSALLPDLRKYEAQALVTKVLESLSK 180
                    ************************************************************

N-terminal_27       PADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTEHALFEFSRRKFNRE 240
LdCL_230021200      PADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTEHALFEFSRRKFNRE 150
LmjF.23.1190        PADSPSRQLSRTITADAVGLDNAPGHYTNFLEWMGRMTETKAFKTEHALFEFSRRKFNRE 240
                    ************************************************************

N-terminal_27       DVRVMFENYNLMSKATLEADSSDSYSHFYAVLHDFSRKVAGEDTRHQIGVRIDPAEVDPE 300
LdCL_230021200      DVRVMFENYNLMSKATLEADSSDSYSHFYAVLHDFSRKVAGEDTRHQIGVRIDPAEVDPE 210
LmjF.23.1190        DVRVMFENYNLMSKATLEADSTDSYSHFYTVLHDFSRKVAGEDTRHQIGVRIDPAEVDPE 300
                    *********************:*******:******************************

N-terminal_27       TGIAVGHGRADGQKYMFTALIRENRDHNGSVTLLGKPLSVAFDDKSWLMEMVLMPFDEAK 360
LdCL_230021200      TGIAVGHGRADGQKYMFTALIRENRDHNGSVTLLGKPLSVAFDDKSWLMEMVLMPFDEAK 270
LmjF.23.1190        TGIAVGHGRADGQKYMFTALIRENRDHNGSVTLLGKPLSVAFDDKSWLMEMVLMPFDEAK 360
                    ************************************************************

Promastigote life stage

Leishmania donovani CL_SL Chromosome 23 (Positive strand)


