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LHTI: It has a higher affinity for amino
acids than transporters of the AAP
subfamily, is present in male and female
floral tissues of Arabidopsis, is essential
for the normal sexual reproduction of
plants, and its mutation leads to plant
growth arrest and affects amino acid
uptake and distribution; its overexpression
in nitrogen-deficient plants can be used to
study the nitrogen cycle.

LHTZ2: It is a transporter protein that is
present in male and female floral tissues
of Arabidopsis and essential for the
normal sexual reproduction of plants.
LHT5: It is a transporter protein that is
present in male and female floral tissues X |
of Arabidopsis and essential for the (71
normal sexual reproduction of plants.
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LHT4: It is present in male and
female floral tissues  of
Arabidopsis, essential for the
normal sexual reproduction of
plants, and may be involved in
anther and pollen development.
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Supplementary figure 34. A phylogenetic tree of LHT genes from 54 green plant species. The involved plants include 54 plants such as Gastrodia and Dendrobium (Supplementary table 20). The vertical columns from
left to right in the figure represent gene ID, species name, species family, and expression level, respectively. Interspecific and intraspecific whole-genome duplication events are marked in the upper left corner of the
2 5 figure. Bootstrap values have been labeled on the phylogenetic tree, which indicate the credibility of the branches. The query genes used in A. thaliana have been marked on the tree. The right side of the figure shows
the expression data of duplicated genes in dark red G. elata, covering the following developmental stages: TMMM (immature tuber), TMBM (developing tuber), TMJM (mature tuber), TMGS (capsule), and TMHJ
(inflorescence). Each stage has three biological replicates, and the data have been averaged.




