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Figure 2F

ShITGA6

Shectrl -1 -2

TGA6 127kDa MR S

GAPDH 36kDa - - -

150kDa
130kDa

95kDa

72kDa
55kDa

43kDa

34kDa

25kDa

15kDa

150kDa
130kDa

95kDa
72kDa

55kDa

43kDa

34kDa

25kDa
15kDa



Figure 3C

GSK3p 48kDa

ITGA6 127kDa

GAPDH 36kDa

GSK3B 48kDa

ITGAG6 127kDa

GAPDH 36kDa

shCtrl shITGA6

shCtrl shITGAG

72kDa
55kDa
43kDa

150kDa

130kDa
95kDa

72kDa

43kDa

34kDa
25kDa

72kDa

55kDa
43kDa

138KB3

95kDa
72kDa

43kDa
34kDa

25kDa

Aspc-1

SW1990



Figure 3D .

'90K02

72kDa

- 55kDa
43kDa

o 34kDa

[

’
:

ITGA6 127kDa a

25kDa
15kDa

ASPC1

150kDa

90402

- 72kDa
AEBP2 54kDa ’ - - 55kDa

43kDa
34kDa

i

25kDa
15kDa

150kDa
WD

72kDa

55kDa
43kDa

el
111

ITGA6 127kDa

25kDa
15kDa

SW1990

150kDa
B3

72kDa

55kDa
43kDa

34kDa

Ll
(1

-
AEBP2 54kDa ——

25kDa
15kDa



Figure 4B
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Figure SA
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Figure 5D
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Figure 6B
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