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Supplementary Figure S1 Forest plot (a), scatter plot(b), funnel plot (c) and sensitivity analysis (d) of SNPs associated with ZDHHC3 on AF.
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Supplementary Figure S2 Forest plot (a), scatter plot(b), funnel plot (c) and sensitivity analysis (d) of SNPs associated with ZDHHC7 on AF.
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Supplementary Figure S3 Forest plot (a), scatter plot(b), funnel plot (c) and sensitivity analysis (d) of SNPs associated with ZDHHC18 on AF.
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Supplementary Figure S4 Forest plot (a), scatter plot(b), funnel plot (c) and sensitivity analysis (d) of SNPs associated with ZDHHC20 on AF.
