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Supplementary Fig. 2.
Quantification of gene expression of selected gene sets during differentiation of C2C12 myotubes after control or Hectd1 siRNA 
transfection. The following gene sets are shown: a, calcium handling, b, protein turnover, c, transcription factors involved in skeletal muscle 
differentiation, d, skeletal muscle size and structure, e, mitochondrial bioenergetics and metabolism (n = 3). All data are represented as 
mean ± sd. Data were analyzed with two-way ANOVA, P-value for interaction between differentiation timepoint and genotype is indicated in 
the graph. Comparison of individual time points was analyzed by pairwise t-test with Holm-Bonferroni correction. * P < 0.05, ** P < 0.01, *** 
P < 0.0001.


