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Figure 3
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Figure 4
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Figure 5

a b Chrmb5 Locus
chr3:103,980,705-103,981,704 Sum DMR
I T T N N T
Chrm5 0.04
. o V-VET
Naive ( Bl Gy BU | a1 h |. PRI ' u | " E
| Pseudo | T TTanE BT . . <
Trained { R W i I B | | |J. (—:,0'02-
. . ‘.-C-'
Nave [ it oo | R | € 0.011
E Pseudo { .l ma bl i 5 I..|l . man 1 1l O\O-OO_Q) @200 DD
Trained { | e‘é%ér‘“ @06@\9\(@&0
[TTP N wa amll - ' - . - 1l QUN QQ,Q{O&{Q\{D
VL QNSO ON
QL
C d Kcng5 Locus
chr9:28,140,441-28,141,441 Sum DMR
——— T T R R T S S S S R i —
Keng5 x 0.06
: * =
Naive [ ' Ge e o || I IH a
o = 0.04 1
| Pseudo [ w1 A « L lm || il é
. 3 ©
Trained [ E‘ 002
Naive T i E
] 1 1} 1L \O
-~ * °* 0.00-
v Pseudo j I 1 1 L m1oam LR DD
5 BB O
Trained [ | ((Qi\éqeqe <&KL
N



Supplementary Figure 1
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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10
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