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[bookmark: _Ref218452100]Figure S1: COG (NZZ1 and RB12) and KEGG (NZZ1) annotation results of L. lactis. A Statistical breakdown of COG functional categories (NZZ1 is L. lactis NZZ1, RB12 is L.lactis). B Gene numbers of NZZ1 in the KEGG pathway.
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[bookmark: _Ref218452139]Figure S2: Glycolysis and Gluconeogenesis metabolic pathways. Red represents Strain NZZ1 vs. strain RB12 significantly upregulated and green represents significant downregulation KEGG Orthologys (KOs). Red represents an upward adjustment, green represents a downward adjustment, and the darker the color, the more significant it is.
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Statistical Breakdown of COG Functional Categories (NZZ1, RB12)
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KEGG Pathway Gene Count Statistics
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