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Human non-progressor Mφ signature
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NF-κB pathway
RELB, NFKB2

Surface receptors
CD209, LILRB4, ICAM1

Lipid handling/peroxisome
STARD10, PEX2

Complement C8B
Migration/motility

CCR5, PLXNA1, PLXNB2
Glucose metabolism PFKB, SLC2A8

MiscellaneousIL1A, MIF
Oxidative phosphorylation

NDUFS5, NDUFA6, ATP5PB
Membrane/organelle homeostasis

ARV1, CRLS1, ATG12

IFN-γ response GBP1, GBP5, STAT1
Antigen presentation/T cell activation

CIITA, TAP1, CD40, IL27
Metabolism/stress PGK, CYGB

Mitochondria GLUD1, UBE3B

Inflammatory macrophage
CXCL8, ITGAM, MAP3K3

Innate immune
TLR7, FCGR2A

Oxidative phosphorylation
ATP5F1C, COX5B, COX5B

Regulation of inflammationRORA, TET2
Cytoskeleton CDC42EP3, ARL4A
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Shared TB progression
DEGs: macrophagesb

Tested in NHP granuloma Mφ
(Bromley et al,. 2024)
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Non-prog Non-prog Extended Data Fig. 8
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Neuthi

ID # Sex Age PET-CT LN PET-CT lung
Flow 

cytometry scRNA-seq
56 F 64 Positive Negative Yes No
69 M 21 Positive Negative Yes No
79 M 18 Positive Negative Yes Yes
106 F 29 Positive Negative No Yes
141 F 38 Positive Negative Yes Yes
140 M 41 Positive Positive Yes Yes
211 M 68 Positive Positive Yes Yes
239 M 28 Negative Positive Yes Yes

Analysed byPET-CT-positive non-progressor TB contactsa


