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Supplementary Figure 6: Immune deconvolution of DNA methylation arrays identifies characteristic immune signatures of meningiomas. A-F Violin plots of estimated 
cell fractions for (A) CD4 T-cells, (B) CD8 T-cells, (C) B-cells, (D) natural killer cells, (E) monocytes, and (F) neutrophils based on WHO grade and methylation 
subtype. Abbreviations: NK: natural killer cell, Mono: monocyte, Neu: Neutrophil. Significance: p<0.05: *, p<0.01: **, p<0.001: ***, p<0.0001: ****.


