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Table 4. Genotyping of 5’-UTR and proximal promoter of GSTP1 of dogs according to the Hardy-Weinberg equilibrium and frequency of alleles. 
	Genotype
	Mammary tumours
	Healthy

	c.-127 G to C
GG
GC
CC
	
0.9216
0.0768
0.0016
	
1.0000
0.0000
0.0000

	5’-UTR c.-68 C to T
CC
CT
TT
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-52 C to T
CC
CT
TT
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-48 G to A
GG
GA
AA
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-46 T to C
TT
TC
CC
	
0.9216
0.0768
0.0016
	
1.0000
0.0000
0.0000

	5’-UTR c.-46_-44 deletion TGC
	
0.5184
0.4032
0.0784
	
0,9604
0,0392
0,0004

	5’-UTR c.-43 C to T
CC
CT
TT
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	[bookmark: _heading=h.1dav5nuwm1xn]5’-UTR c.-42 G to A
GG
GA
AA
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-30 G to A
GG
GA
AA
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-46_-29 deletion TGCCGCCGCCGCCGCCGC
	
0.7396
0.2408
0.0196
	
1.0000
0.0000
0.0000

	5’-UTR c.-27 G to A
GG
GA
AA
	
0.9216
0.0768
0.0016
	
1.0000
0.0000
0.0000

	[bookmark: _heading=h.vc412gyvq28g]5’-UTR c.-24_-22 deletion GCC
	
0.7744
0.2112
0.0144
	
1.0000
0.0000
0.0000

	5’-UTR c.-21 A to G
AA
AG
GG
	
0.6724
0.2952
0.0324
	
0.9604
0.0392
0.0004




