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Top Enriched KEGG Pathways in CAF
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Top Enriched KEGG Pathways in LEC
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TNF signaling pathway

IL-17 signaling pathway
Osteoclast differentiation
Proteoglycans in cancer
ECM-receptor interaction
Focal adhesion
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Human papillomavirus infection
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Top Enriched GO Pathways in VEC
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LEC Score

LEC Score

CD4_T Score

CD4_T Score

GSE113282 : CCL21 vs LEC

GSE117973 : CCL21 vs LEC

GSE113282 : CCR7 vs CD8_T

GSE212551 : CCR7 vs CD8_T
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