Table S2
Frequencies of hydrogen bonds formed between the residues (M25, Y28, and V29) of the RAB7A a1 region and the residues of C5orf51 throughout MD trajectories in the apo and GTP-bound forms.

	
	apo
	GTP-bound

	RAB7A Residue
	C5orf51 Residue
	Frequency
	C5orf51 Residue
	Frequency

	M25
	W133
	19
	W133
	1

	
	E126
	86
	
	

	Y28
	R39
	1,279
	R39
	64

	
	Q69
	6
	Q69
	56

	
	D73
	2
	D73
	40

	
	Y76
	92
	Y76
	2

	
	W133
	2
	N80
	2

	
	
	
	W133
	5

	V29
	Y6
	709
	Y76
	139



