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PDBID Z score RMSD Description
5A6C 12.0 5.0 G-PROTEIN-SIGNALING MODULATOR 2, AFADIN
6HFT 10.6 2.9 HSP70/HSP90 COCHAPERONE CNS1
7T7T 10.5 3.5 PROTEIN TONSOKU
B c u C5orf51 (this study)
= C50rf51 (this study) = LNG (PDB : 5A6C)
= LNG (PDB : 5A6C) = CNS1 (PDB : 6HFT) = TONSOKU (PDB : 7T7T)

insertion 1
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= RAB8A
(RABIF/MSS4-bound)

= RAB7A
(Cborf51-bound)

PDB: 2FU5

Recognized by
P-loop al Cb5orf51 Switch |
RAB7A 8-LLKVIILGDSGVGKTSLMNQYVNKKFSNOYKATIGADFLTK-48

RAB8A 8-LFKLLLIGDSGVGKTCVLFRFSEDAFNSTFISTIGIDFKIR-48
Recognized by
RABIF/MSS4
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Top view in contact with L8 of RAB7A

convex surface

concave surface

hydorophobic pocket 1 hydorophobic pocket 2
in contact with a.1-switch | of RAB7A in contact with F45, W62 of RAB7A

Okatsu et al. Figure S10



A Guanine

recognition motifs
T 3 T LT T
30 o apo
’ ~ GTP-bound
- F E [
S Qo
= £
3
o <
- [}
' Q
o x "
i L " I i L " | PR " L i L n
0.0 0.2 04 0.6 0.8 1.0

Time (us)

Okatsu et al. Figure S11



Okatsu et al. Figure S12



