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circKANSL1L junction sequences (5 — 3’)

3’ S

AC TTTTTAT TG GG ACTU CUCACAG

b

circ4082 junction sequences (5 — 3’)

G TTTCCA2GTAAATTATT CTGOCA
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AA G AACTA A A G AAATTT G A& G
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circKANSL1L 2 junction sequences (5— 3’)

G GT A A4 G A A GCT G A4 G G AG AC

3’ | 5’

GC TAAT G GCATTTT CCA GG &G

ALAMVERLON

GTTTCCA G TAATTAT O CT GCAG




circMYBPC2 junction sequences (5 — 3")

3 | 5

G A& A GCC G ACAA G A AACCATG‘CGGACGAGTGGATTCCTGCC
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circMYBPC2 2 junction sequences (5— 3’)

3 ‘ 5

cC G AT CaAA T CC G G G TCGTOG GIC G 6 ACG AGTG G ATTTCCT G

A‘.&.‘,»!L Mﬁ!“ i IMM

circNR1H3 junction sequences (5 3)

3 | 5
GTGTCCTGTT CAG SAZAGAACA G

GG A4G6 ACTTT GOCCARAALGCAG

Wh Wl

RT-PCR (A) and Sanger sequencing (B) confirmed head-to-tail junction of circRNA

candidates
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