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Fig. S1. Distribution of mean size (A) and number of ROH (B). 
[image: Fig S1]TGB, Toggenburg dairy goat from Heilongjiang; LaSh, Laoshan dairy goat from Shandong; XiDo, Xiangdong black goat from Hunan; LiNi, Liaoning cashmere goat from Liaoning; ABS, Arbus cashmere goat; ELS, Erlangshan cashmere goat; ALS, Alashan cashmere goat from Inner Mongolia; TBG, Tibetan Bangor cashmere goat; TRT, Tibetan Ritu cashmere goat from Tibet; NPH, Nepalese Highland goat; NPL, Nepalese Lowand goat; TPR, Tapri goat; KMR, Kamori goat; PTR, Pateri goat; BTR, Bugi Toori goat.


Fig. S2. Decay of LD in the goat genome for each breed.
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Fig. S3. PCA result of the first and third components of Chinese goats.
[image: Fig S3]










	


Fig. S4. Genetic population structure of the 115 goats conducted by Admixture. 
The length of each colored segment represents the proportion of the individual genome inferred from ancestral populations (K=2-7).
[image: Fig S4]


Fig. S5. Migration analysis of 115 goats by Treemix software. 
[image: Fig S5](A-F) panels represent models of population affinities assuming 0-3 and 5-6 migration edges in TreeMix, respectively. The inferred migration weight is provided by the color of the arrow displayed.







	


[bookmark: _GoBack]Fig. S6. The overlapped regions for selection signatures. 
[image: Fig S6]The overlapped regions by top 5% highest FST and θπ ratio (noncash/cash) and ZHp for cashmere goats.
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