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Kingdom-level classifications

. Fungi (n = 13) Metazoa (n = 643) . Viridiplantae (n = 97)

Supplementary Fig. 1 | Phylogenetic tree constructed from samples with complete taxonomic
classifications, shaded by their Kingdom-level classification. Seven samples with missing taxonomic
information were excluded. Taxonomic classifications with fewer than five samples are not shaded.



Phylum-level classifications

. Annelida (n =12) . Ascomycota (n = 5) . Bryozoa (n = 5) . Cnidaria (n = 5)
. Arthropoda (n = 516) . Basidiomycota (n = 6) . Chordata (n = 73) . Mollusca (n = 28)

. Streptophyta (n = 94)

Supplementary Fig. 2 | Phylogenetic tree constructed from samples with complete taxonomic
classifications, shaded by their Phylum-level classification. Seven samples with missing taxonomic
information were excluded. Taxonomic classifications with fewer than five samples are not shaded.



Class-level classifications

. Actinopteri (n = 39) . Aves (n=9) . Clitellata (n = 5) . Insecta (n = 507) . Polychaeta (n =7)
. Agaricomycetes (n = 6) . Bivalvia (n = 11) Gastropoda (n = 16) . Magnoliopsida (n = 86)

. Arachnida (n =7) . Bryopsida (n = 6) Gymnolaemata (n = 5) . Mammalia (n = 18)

Supplementary Fig. 3 | Phylogenetic tree constructed from samples with complete taxonomic
classifications, shaded by their Class-level classification. Seven samples with missing taxonomic
information were excluded. Taxonomic classifications with fewer than five samples are not shaded.
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Supplementary Fig. 4 | sToL1 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 7 | sToL4 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 8 | sToL5 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 10 | sToL7 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 11 | sToL8 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 12 | sToL9 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

| signature.

iona

| of the mutat

ic signa

¢, Phylogenet



~ LLL

= DLL

— OLL

— YLL

= LLD

=515

n\../u = YLD
= = LLD
~ DLD

= OLD

— YLD

— LLY

— DLY

— OLY

~ YILY

Bl 1o

[ | DLL

- OIT

[ | YIL

- LID

[] 2ILD

9 - OID
A [} Yid
g [ RS
51D

[ | LD

[ | YID

[ A

s - DIY

[ | john 4

[ S

[ ] LIL

1 DLL

| DLL

1 YIL

1 LLD

| DILD

< 1 QLD
N\ B - V1D
A B EiDd
w51

[ | jeline]

| ] Y10

R

| DLY

[ | QLY

B YIY

[ mabeH

I DL

E— DL

- D1

I - 1O
I~ 50O

e I DD
A [ | ¥DD
B I 10D
I~ DDD

[ R ales!

| ¥2D

— 1DV
L BN
B - DY

— - OV

| LOL

| R

1 2L

1 YOL

| | LD

50

O I 009
A | YOO
O 1 jinele)
| 22D

1 22D

1 Y20

| LY

[ | 20V¥

1 o) 4

| | YOV

= LDL

— ODL

= ODL

= YOI

= LDD

= 539

n\m = ¥DD
3 — LDD
— DD

-

— Y22

— LOY

— DOY

— DY

= YOY

T T T
© < V]

0 -

(%) suoneinyy jo uoniodoid

Trinucleotide

- wnjjuoio sazedosip

- wnwuew wnipoay

- slebina sLaqiag

- s13snoe| snidajdousoyds

= SLU9A e[nwild

- ejewednp wnuejos

~ aJe|naine wnuobAjod

- eubiu ejojeg

= snujw wnioay

- usjoseweyd snulozy

- B12J1S0. X3I8D)

~ (0Lowoqlep) ediasawop snjep
- suAyae| eiquoydng

- eonen|As einzny

- S113S9NAS snjepy

~ e21u9]UsSAp eLiediind

- wnjjoji3snbue uolsusewWeY)
- wnuaj1bely wnijoji |

- aJebina wnaisnbi

- eew(n einpuadiji4

- sijeqisne sajjwbelyd

~ (1 LewoQ(enIp) ediasawop snjep
- wnueqin wnao

- eojepnf elejalied

~ ejebinoe| snbaejel)

~ (gawoq(eN.p) ednsawop snjep
~ wnjjojinbe xaj|

- X129y elapaH

- eIsnNqoJ x snjepy

- suebina eleul]

100 4
75
50
25

04

(%) @insodx3 ainjeubig [euonenpy

b

Sample

T
0.8

T
0.6

0.4

Aboubheif's Cmean

0.2

0.1+

0.01

anjeA-b

0.001 +

<0.0001

Supplementary Fig. 13 | sToL10 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 14 | sToL11 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 15 | sToL12 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 16 | sToL13 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 17 | sToL14 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 18 | sToL15 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 19 | sToL16 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 20 | sToL17 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 21 | sToL18 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 22 | sToL19 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 23 | sToL20 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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| signature.

iona

| of the mutat

ic signa

¢, Phylogenet



= LLL

= DLL

= D.LL

= Y.LL

= LLO

C 513

n\._/u - YLD

= = LLD

= OLD

= DD

= YLD

= LLY

= DLY

= DY

= YLV

[ ] LLL

[ | OLL

] JLL

[ | YLL

| LID

1 2ILD

O B =D1D

A | | Y19

e L | LLD

[ | 2LD

| LD

| YID

| LLY

[ | DIY

| QLY

1 YIvY

[ 1| LLL

[ | DLL

[ | OLL

| | YIL

I LLD

| 91O

=4 [ | 2LD

A I YLD

= [ | ILD

L | life)

[ | 2LD

| | YLD

I LILY

I 9LV

I LY

[ ] YIY

| | IOL

. | 905

[ | J2L

| YOoL

[ | finels)

| 9209

e B =000

A | | ¥o9

O [ | finele)

[ | 922

| 200

[ | o))

[ | LOY

[ | o4

[ | jojo)-4

[ ] A4e) 4

| IOL

[} DL

| J2L

| YOL

[ | LOD

] D09

) B 009

A | Y09

O | LDD

| | 20D

[ ] jojo)e)

[ ] ¥2D

| ] LOY

[ | DOY

[ | joje) 4

| | YOovY

= LOL

= ODL

= DDOL

= YOL

= 10D

C 333

A e

© = 555

= 00D

= YDD

= LOY

= DOY

= DOY

= YOY
T T T T T
[e0] © <t (aV] o

(%) suoneinpy jo uoniodoid

Trinucleotide

~ snped snun.id

- addipe eueiLqe

- ej/auale xLa3douoby

~ snjequinid einawouod 4

~ L3snbi| eqoydoiues?)

- ewjssisowe. ejulodies

- euepiquny siwoilody

- essaje|d s9320uU04N3|d

= sijiwis siooadng

- 1baejeld earWYd07

- (g1ndigepyol) ezezoundiq eijepy
- snjjaqnJ snouquing

- eIsnqoJ x snjepy

- siwJojide eisas

- (9ndigepyor) ezezoundiq eijepy
- (0e200a4OHd) snieauj| snaioyd
- xeujad s|jeisiy

- snwissibuo| snauij

- esiansuedy ejjisdng

- elejedje) euedaug

- ejjjwes spuswi

- oLiow wnssojboise]

- e/njequeq ejmeqlieg

- SNUINIBD SnsnpAjod

- Sn||9pas einawouod

- S1j]02IAS4q BLIGON

~ ejeuiwnoe ejweblls

- o] siyoeu|

~ elew|n enpuadiji4

- euejjeyy sisdopiqely

[Ye] o
N~ Yol

5 <

100
2

(%) @insodx3 ainjeubig jeuonenpy

o]

0 -

Sample

0.4

Abouheif's Cmean

0.2

0.01

anea-b

0.001 +

<0.0001

Supplementary Fig. 29 | sToL26 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 30 | sToL27 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 31 | sToL28 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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a, Mutational signature spectrum.
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Supplementary Fig. 33 | sToL30 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 34 | sToL31 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.



9]
A
&

]

-

[

1

[

i

G| ———
A

4 —

—

—

]

i

—

[

—

—

u

——

s |

Y —

—

——

—

|

¥

—

|

[]

-

-

[]

[

e i

) |

=

—

S—

]

—

—

I

1

i

[

I

® i

) i

]

l

|

—

§

]

I
<
A
3)

I I I I I

[s0) © < [a\] o

(%) suoneinpy jo uoniodoid

Trinucleotide

- 9/npa ew.spoisela)
~ sndnj siue)

~ aelnpuadijly eusebAz

~ elieinasae ejiydos|y

~ ejebina epaydny

~ euepidsiy ewiaysody

- suaun esiun

~ wnJaen|As ejolAx

- (Lnuybi0l) enbpue eifbio

- ejeune ejuo03a)

~ snjdad eiquoydng

- ejesiane eaep|

~ snueudianb sowouuy

- (eendigepyol) ejejoundiq eljepy
~ 103/WOp $9131/0d

~ wnjjoji3snbue uolsusewWey)
~ eunjew ejiydodiey

- eueldliqe) epewopn

- (enuybiQln) enbiyue eifbio

~ esiansuel] eljisdng

- ewwod eladsaH

~ snoejsop.e snuoydo

~ ejeydadouejsw 01Ayd

- ejjawed ejouldy

~ siudodinel) eAjyoy

~ eLiojjwon etoydijjed

~ eaunze eJoydjjjex030.d

~ wnnbassipad ewweiboyjuey
~ ejeun| eujyiowols

- (cenvIISol) ejesze eyd)is

100

(%) @insodx3 ainjeubis [euoneniy

Ko

Sample

0.4

Abouheif's Cmean

0.01+

anfea-b

0.001 +

<0.0001

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

Supplementary Fig. 35 | sToL32 mutational signature.

a, Mutational signature spectrum.

| signature.

iona

| of the mutat

ic signa

¢, Phylogenet



T>G

T>C

T>A

C>T

C>G

C>A

5
5
.5
0-

(%) suonenpy jo uoniodoid

Trinucleotide

~ eAlnj eysAuobeyy

~ euedtanb euioie)

~ eaoe)sa) eupadny

~ e309/d eunajdoiys0

~ sjwojipeda| euljane|d

~ snje|joands sniasoiydap

~ ollow wnssojboise]

~ p1RJ1S0J X3IBD)

~ (g1snguenal) eaiasnd sieyiue)
- ejse|dly ejo3so.qy

~ wnJionosed snquog

~ sniybund sniaibund

- (oLdiduAgpr) susidid enliAs
~ ejenbixa eidayidng

- eipaw ejndsanoydijoq

- ejnwaJy eisoayd

- (LUNIBYIY oed/3.n sie|by

- (8gndigepyol) eyejoundiq ejjepy
- e3e3sa3 siying

~euejdwe eipAD)

- e[ninujw euaipuy

~ e3e0n) EPRWON

~ snsoulds snj21pO

~ snwiiiabju snidouy

~ suadsaueAd snjLby

- lluspey eurpeie)

- eueloliqe) epewopn

- eoyJiowaey euaipuy

- o] siyoeuy

~ ejes.iop euaipuy

100

Ko

5
0
5
04

(%) @insodx3 ainjeubis [euoneniy

Sample

0.4

Abouheif's Cmean

0.01+

anfea-b

0.001 +

<0.0001

Supplementary Fig. 36 | sToL33 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 38 | sToL35 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 39 | sToL36 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 40 | sToL37 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 42 | sToL39 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 49 | sToL46 mutational signature.
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Supplementary Fig. 50 | sToL47 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 51 | sToL48 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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a, Mutational signature spectrum.
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Supplementary Fig. 53 | sToL50 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 54 | sToL51 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 55 | sToL52 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 61 | sToL58 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 62 | sToL59 mutational signature.

a, Mutational signature spectrum.
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Supplementary Fig. 64 | sToL61 mutational signature.

a, Mutational signature spectrum.
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Supplementary Fig. 65 | sToL62 mutational signature.
¢, Phylogenetic signal of the mutational signature.

a, Mutational signature spectrum.
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Supplementary Fig. 70 | sToL67 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 73 | sToL70 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.



T>G

T>C

T>A

C>T

C>G

C>A

T T T
© < [§V]

0 -

(%) suonelinyy jo uoniodoid

Trinucleotide

~ xeuad sjjeisiy
~sinbuid eissydozny

- jwoqjyep esawnwip

~ ejojued ewsyiy

~ snsoulds snjaipO

~ euepunjo.d sjwepn3g

~ snjejnbueainde snisd0uon
- ejjaulj|a) 1ien

~ 1oJew oiqlg

- euejuow eJnwWau030ld
~ (L2104odAl) SNJja.4104 eINSWOUOd A
~ eaposAp eiai1edoH

~ sineiany enadwe

~ 213133 ej[sapIyduo

~ e3ou2ons esosodwedidy
~ ejejonelis xuhodeied

- suebina eleur

~ eueAenal ej0912AN

- eoyJiowaey euaipuy

- 11S202 wnigejapue)

~ eaulbniia) esAueiey’)

- ejnjusaw eiprdsy

- SIUJ02]2SN) elj9IaN

~ snbaejwas siiueAD

~ usjoseweyd snulozy

~ 11100 snuspody

~ ej/WBIS S9pojoqoAig

~ sjuiooynJ ejuowAig

- SISUS1D9A B|[21S01eWN

~ 1ljosenoldd sn22020udAd

100 4
7
5
2

(%) @insodx3 ainjeubis [euoneny

b

Sample

0.4

Aboubheif's Cmean

0.2

0.1+

0.01+

anjea-b

0.001

<0.0001

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

Supplementary Fig. 74 | sToL71 mutational signature.
¢, Phylogenetic signal of the mutational signature.

a, Mutational signature spectrum.



= LLL
= OLL
= OLL
= YLL
= LLD
5
n\w = YLD
= = LLD
= DLD
= JLD
= YLD
= LLY
= DLV
= DLV
= YLV
[ ] LLL
| DLL
[ | JLL
| | ramn
[ ] LLD
L @ 1 DILD
3 [ ] oLD
R [ R
A - LD
. 1 DILD
[ | joline}
| YID
| LLY
000000 | 9IY
[ ] LY
[ | Y1V
[} LLL
| OLL
DLL
| YiIL
. IID
. 9ILD
< [ | oLD
A L | YID
B [ | imine]
| DLD
joline]
@@ | YLD
[ | LIV
[ | DIV
| JLY
) YIV
| ] IDL
I 9L
| 00L
[ ] YOL
| | inels]
I D09
B [ ] 009
A L 5]
3} [ | finele]
| ] Rje)e)
. | 00D
[ | ¥2D
| 000000000 ] LOY
. | Ble)'4
[ ] 00V
[ ] YOV
| inehn
[ ] DOL
[ | 20L
|| YOL
[ | LDD
[ | DOD
0} | ] 009
A [ | Y09
O [ | LDD
I [3Je)e]
[ | 000
[ ] ¥2D
| LOY
| oJe) 4
[ ] 00Y
[ ] YOY
= LOL
= DODL
=~ D0L
=~ YOL
= 10D
533
A
© = 555
= D20
=~ Y0D
= LOY
= DOV
= DOY
= YOV

T T T T

© < [aV] o

(%) suoneinp jo uoniodoid

Trinucleotide

~ snwyxew snwjeyiydoos
~ eoiepn/ eLiejalied

- eulAd eiraznaz

- ejnwaJy eisoayd

- ewelq s|weiqy

~ ejenbixa ejdayyidng

~ eyebina enaydny

- ej|asiu eppourdy

~ esounj sijgasojeydw

~ 9/IuSs WnIplLIIdW

~ wnijojiasnbue uoldusEWEYD
~ sidjedine|d eulipeie?)

- ejnoun) ejndin4

~ I19/]9504 ebeydooies

- sieq ednneAys

~ eydAjbouow eswedy

~ sijoyd sAuydodiy

- elieploquIoyl Sapoleqliad
- 1o21ne|s uolydo

~ X0.3) ep2ImopN

~ 12seqJaA eljjnonoebieys

~ ejeiubisul eidayidng

~ elejlebiew esedwe)

~ elejjuelne sidolLiby

~ SISUAQAU S118219))

~ sniejnbueainde snia20uon
- e3/Abiaq snuqeq

~ euljude ejsodlio

~ ejejA10D saeydouyds|3

~ SN1Le8J350 SN304Na|d

100
7
5
2

(%) @insodx3 ainjeubig [euonenpy

b

Sample

0.4

Abouheif's Cmean

0.2

0.1+

0.01+

anjea-b

0.001

<0.0001

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

Supplementary Fig. 75 | sToL72 mutational signature.

a, Mutational signature spectrum.

| signature.

iona

| of the mutat

ic signa

¢, Phylogenet



T>G

T>C

T>A

C>T

C>G

C>A

4
2
0-

(%) suoneinpy jo uoodoid

Trinucleotide

- eueyloyiey euaipuy
- eqje esoydoday |

- ejnounJye| eibijo

- SNNUUOD SNjUWa1>g

- snlepawolp e3uopoIoN

- eulsquaq eujydor)

- eoy.iowaey euaipuy

- 20392 ej[apIyd2uo

~ snujdje sniqepod

- (Lndigepyol) ezezound|q ejjepy
- ejejAu100 saeydouyosl3

- euebiews sl3|dYy

~19bI1u sniIqooH

- suaJinuadwas snxng

- e3e105e/1JnJ S|[92S0UWAD

~ ejeuiwnoe ejweblils

~ ejejjul ej[aonjoA

- SijjooLine eAaeds|ap

- 511eb143S2e1S0D epjuelyds

- sijeulie) sijeldfd

- sidjedine|d eulipeie)

- oeLiedisiad eayouedpy

- eueise|led ejnsoidAiD

~ (1LBInASaAAl) sLiebina ejndsa
- suaun esin

~Jojelnul ebAdoisiD

~ epadioLqgn| ewosojids

~ SISU9AQAU 51192490

~ wnuojeid snquiog

~ Sl1)sodi2] snquiog

100 -
7
5
2

(%) @insodx3 ainjeubig [euoneinpy

b

Sample

0.4

Abouheif's Cmean

0.2

0.01+

anea-b

0.001 +

<0.0001

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

Supplementary Fig. 76 | sToL73 mutational signature.

a, Mutational signature spectrum.

| signature.

iona

| of the mutat

ic signa

¢, Phylogenet



T>G

T>C

T>A

C>T

C>G

C>A

T T T T
< [se] [aV] —

0 -

(%) suoneiniy jo uoiodoid

Trinucleotide

~ einoun.uiej eibijo

~ eauuniqiwsas sueydoyii]
~ suajo sndA>20

~ snauibn.iay snais

- xeuaj s|jeisiy

- 139UIN0q BIDN

~ snsouids UOSSAN

~ snLepawo.p eJuopoioN
- esewednp wnuejos

~ snjjea.od ejiydajieg

= wn3ouldiq wnxoiosAiy)
- e[n3Jnd e4a3so|D

~ eje/nbueindoe e|23.1e2029Y |
~ snuionded uopo|ild

~ sdojaw snpoydwAs

Sample

~ eaJauld euoliyoopide]

~ 9/owas ejydieddiH
~snjoibie euliise[a)

~ ejebina ejpayiidng

~ ejeidsejlynJd sij92souwAo

~ wnjepunjol ewosouwAo
~ snjejnbueainde snia20uo9
~ (Lauroydbx) snyeauy snaioyd
~ nosseinod snj3s|sawo.dip
~ snsoulds snjaipO

- ejjawnd ejysnajosAiyd

~ wnjuolo sajedosipy

~ suaon| eaodiydwy

- eixuld eaelllapn

- wnJojsngJe sijeisiiy

100

b

(%) @insodx3 ainjeubig [euoneinjy

0.4

Abouheif's Cmean

0.1+

0.01+

anea-b

0.001 +

<0.0001

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

Supplementary Fig. 77 | sToL74 mutational signature.
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a, Mutational signature spectrum.
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Supplementary Fig. 89 | sToL86 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 91 | sToL88 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.
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Supplementary Fig. 102 | gToL1 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 103 | gToL2 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 104 | gToL3 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 105 | gToL4 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 106 | gToL5 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 107 | gToL6 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 108 | gToL7 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 109 | gToL8 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 110 | gToL9 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 111 | gToL10 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 112 | gToL11 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 113 | gToL12 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 114 | gToL13 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 115 | gToL14 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 116 | gToL15 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 117 | gToL16 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 118 | gToL17 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.
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Supplementary Fig. 119 | gToL18 mutational signature.

a, Mutational signature spectrum.

b, Bar plot displaying the 30 samples that exhibit the greatest exposure to the mutational signature.

¢, Phylogenetic signal of the mutational signature.



