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longitudinal cohort enrolling
11,014 pregnant women and
10,215 of their offspring

Fecal samples collected and
metainformation intact

DNA isolation (minimum 0.15 pg)
and sequencing completion

Exclude twin cases and retain only
singleton samples

Infants with nutritional data for
developmental trajectory analysis

Mother-infant pairs with >=5
samples taken and sufficient
anthropometric data for growth
trajectory analysis

Completed metagenomic analysis
pipelines
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Fecal samples collected until Dec 2024

N =45372

Fecal samples qualified N =40825

Fecal samples left N =40026
Sample exclusion rate =1.96%

Fecal samples left N =38285
Sample exclusion rate =4.35%

Fecal samples left N =13829
Sample exclusion rate =63.88%

Fecal samples into final analysis
N = 13729 (2090 family)
Sample exclusion rate =0.72%
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