Extended data Fig. 1
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Extended data Fig. 2
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b Extended data Fig. 3
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Extended data Fig. 4
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Extended data Fig. 5 (internal control)

Fig. 2b (Ogdh)

CBB

(kDa)

150
100

75
50

37

20

15

Sham Ml

Fig. 29 (Suclg?2)

(kDa)

150
100

Fig. 2c (Gludl)

CBB

75

50

37

20

15

Sham M

Fig. 2f (Alasl)

D CBB CBB
(kDa) - (kDa)
A A B A P 150
150 = 100
100- 75
75 =
50
50 =
- -1 37
37 = —-— W Wy = —
...
25 =
T s e e e e
20 = 15
15 =
| ———
Sham MI Sham Ml

Fig. 2e,f (Pcca and Mcm)

Sham
Fig. 2i (Oxctl)
CBB
(kDa)

150
100

75

50

37

20

15

(kDa)

150
100

75

50

37

20

15

CBB

(kDa)

150
100

75

50

37

20

15

Mi

Sham

Mi

CBB

Fig. 29 (Sucla2 and Suclgl)

Sham

Extended Fig. 3b (succinyllysine)
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