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Extended Data Fig. 1. Sugar metabolism gene profiles reveal intra-phyla functional diversity in gut 
bacteria
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Extended Data Fig. 3 . Sugar transporter presence distinguishes bacterial growth 
responses to glucose 



Extended Data Fig. 4 . Bacterial growth responses to glucose are not determined by 
glycolytic enzyme presence
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Extended Data Fig. 5 . Strains encoding sugar ABC transporters show superior 
growth under varying glucose levels
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Extended Data Fig. . Transporter-specific growth responses of gut bacteria to 
dietary glucose, fructose, and sucrose
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