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Here we include supplementary figures for the AF2 predicted models (Figure SM 1), eequence alignment of the LCP domains (Figure SM 2) and control NMR experiments (Figure SM 3). Additionally, we include a table indicating the primers used for Psr LCP domain cloning (Table SM 1)
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Figure S1: AF2 predicted models for the LCP domains of the Psr proteins from S. dysgalactiae subsp. dysgalactiae (SDSD), S. pyognenes, S. mutans, and S. pneumoniae, colored by pLDDT.

[image: A screenshot of a video game

AI-generated content may be incorrect.]
Figure S2: Sequence alignment of the LCP domains of the Psr proteins from S. dysgalactiae subsp.
dysgalactiae (SDSD), S. pyognenes, S. mutans, S. pneumoniae, the LcpA from S. aureus and the LytR
from SDSD.
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Figure S3: Control experiments in the presence of EDTA and protein absence. The control experiment in the presence of EDTA supports the Mg2+ dependence for the Psr protein, whereas the control experiment in the absence of protein shows the absence of ADP auto-hydrolysis.

Table S1: Primers used for Psr LCP domain cloning using the ligase-independent clonning (LIC) system.
	
	Primer Forward
	Primer Reverse

	SDSD Psr LCP domain
	TACTTCCAATCCATGACAAAGGATGGCACCAATATTCTCGTCTTGG
	TATCCACCTTTACTGATATTTGTCAAAATCAATGTAAAGGGCTTGCCCACC
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