
Additional file 6. Quantitative regression dissection of PRRSV strain and viral load contributions to 

cytokine responses in maternal and fetal tissues. (A) Multiple linear regression (MLR) model used to assess 

the independent effects of PRRSV strain and viral load on cytokine concentrations, formulated as: Cytokine 

concentration (pg/mL) = β0 + β1 × strain + β2 × viral load. (B-D) Summary of the regression analyses for 

cytokines measured in the (B) endometrium, (C) umbilical cord, and (D) fetal lungs, respectively. For each 

tissue, simple linear regression analyses were performed to examine the correlation between cytokine 

concentrations and viral loads, stratified by strain group (strain-wise) and viral load category (viral load-wise), 

with R-squared values indicating the strength of association. In addition, MLR outcomes for each cytokine are 

presented, including the statistical significance of strain and viral load effects and model goodness-of-fit. (E) 

Summary of classification of cytokine responses as strain-dependent or absolute viral load-dependent, based on 

the MLR analyses. Cytokines were designated as strain-dependent when the strain effect was significant at p < 

0.01, and as absolute viral load-dependent when the viral load effect was significant at p < 0.01. 


