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Supplementary Fig.1: MAGMA Tissue Expression analysis of the CII
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(A) 
Supplementary Fig. 2: Miami plot of CII-GWASs results for European ancestry UKB participants: shift workers (N=28,976; top) versus no-shift-workers (N=154,262; bottom).
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Supplementary Fig. 3: Manhattan plot of –log10(p) values for lead SNPs from the SNP × shift work interaction (SWint) and corresponding results in shift workers (SW; N=28,976) versus no-shift-workers (noSW; N=154,262).
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Supplementary Fig. 4: Shift-work status-specific GWAS effect sizes (95% CI) per chromosome for lead SNPs identified in SNP× Shift-work status interaction analysis of the CII.  
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(B) 
Supplementary Fig. 5: Miami plot of CII-GWASs results for European ancestry UKB participants: men (N=148,473) versus women (N= 164,462; bottom).
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Supplementary Fig. 6: Sex-specific GWAS effect sizes (95% CI) per chromosome for lead SNPs identified in SNP×sex interaction analysis of the CII.  

[image: ] Supplementary Fig. 7: Manhattan plot of –log10(p) values for lead SNPs from the SNP × sex (sexint) and corresponding results in UKB European ancestry men (N=148,473) and women (N= 164,462).
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(B)
Supplementary Fig. 8: Results of the PheWAS analysis of the PRS-CS polygenic risk score for the CII (CII-PRS) among European ancestry MGB Biobank participants: (A) women, N=27,611;  (B) men, N=23,297.
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