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Supplementary Table 1
Primers used for mouse genotyping
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Supplementary Table 2
Clinical characteristics of NHF and HFpEF patients 
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ns, not significant. *P<0.05 by Student’s t test. NHF. NHF, non-heart failure. HFpEF, heart failure with preserved ejection fraction. EF, ejection fraction. LA, left atrium. LVEDD, left ventricular end-diastolic diameter. SPAP, systolic pulmonary artery pressure.


Supplementary Table 3
Echocardiography data of the groups of mice used in the studies
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Supplementary Table 4
Primers used for quantitative RT-PCR
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Supplementary Table 4 (continued)
Primers used for quantitative RT-PCR
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Supplementary Table 5
Primers used for Cut & Tag-qPCR
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Supplementary Table 6
Primers used for ChIP-qPCR
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Supplementary Table 6 (continued)
Primers used for ChIP-qPCR
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Supplementary Figure 1
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Supplementary Figure 1 (continued)
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Supplementary Figure 1 (continued)
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Supplementary Figure 1 (continued)
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Supplementary Figure 1 (continued)
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Supplementary Figure 1 (continued)
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