
Data were collected with standard instrument and analysis software only (GraphPad Prism, ImageJ/Fiji, Nikon NIS-Elements, FlowJo, and vendor software for LC–MS)

Data were analysed using publicly available tools (Cutadapt, Hisat2, DESeq2, IsoformSwitchAnalyzeR, DEBrowser, Spectronaut, Perseus, R and GraphPad Prism 8.0). 
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Sample sizes followed by: n = 7 mice per group for survival, n = 5 for flow cytometry, n = 3 for most molecular readouts, and more than 3 independent biological replicates
for in vitro assays.

Key in vitro experiments and omics assays were reproduced in at least three independent biological replicates with consistent results; 
mouse infection experiments were performed once with the group sizes indicated.

No data were excluded from the analyses.
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Mice were randomly assigned using random number generation to infection groups, and fungal strains were processed in parallel under identical conditions.

Outcome assessment and data analysis were performed in a blinded manner where applicable.
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Anti-CD16/32 (14-0161), FITC-anti-CD3 (11-0032), PE-Cy7-anti-CD4 (25-0041), PerCP-Cy5.5-anti-CD8 (45-0081), APC-anti-CD19 (17-0193), FITC-anti-F4/80 
(11-4801), FITC-anti-MHC II (11-5321) and APC-anti-CD11b (17-0112) (all from Invitrogen). 
For cytokine analyses, IFN-r (88-7314) and IL-4 (88-7044) ELISA kits (Invitrogen) were used.

All antibodies were commercially validated by the manufacturer for flow cytometry applications and were used according to the manufacturer’s instructions.



n/a

n/a

n/a

n/a

n/a

n/a

n/a

n/a

Female C57BL/6 mice (6–8 weeks old) were used for infection experiments.

Not applicable.

Female mice were used consistently to reduce variability; sex was held constant across groups.

Not applicable.
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All animal procedures were approved by the Institutional Animal Care and Use Committee (IACUC) and conducted in 
accordance with institutional and national ethical guidelines (approval number JBNU 2023–228).
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Cell populations were quantified as percentages of total viable singlet cells; 
numerical values and statistics are reported in the corresponding figure legend.

FlowJo V10 was used for data analysis.

BD FACSymphony A3 flow cytometer.

Cells were sequentially gated on singlets and viable cells, followed by identification of lymphoid and myeloid populations 
based on established surface markers.
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