Table S1 The qRT-PCR Primers of mRNA

	Primer name
	Primer sequence

	dmrt1-F
	TGTATCAAACCTCAGACCCTCG

	dmrt1-R
	TGCTGATGATGATGATGGCAGGAT

	tdrd7a-F
	CCAGGCAGCAATAACATAG

	tdrd7a-R
	TCTGAGGATGCGGGTAG

	sox9-b-F
	CGGGTTCGGTCTAGGCGGTC

	sox9-b-R
	TCCGTCTTGATCTGCGTCCG

	foxl2-F
	TACTTCAGACTGGCCTGGTTGC

	foxl2-R
	CGAGCTGGTCGAATTTGTCTG

	cyp19a1a-F
	TACTTCAGACTGGCCTGGTTGC

	cyp19a1a-R
	CGAGCTGGTCGAATTTGTCTG

	cyp17a1-R
	AAGGAACCCGAGTCATTAT

	cyp17a1-R
	GGGCAGCACAAACCAT

	zp3-F
	GCTGTCCTGTTGTCGGTGAG

	zp3-R
	TAATCGGAGTGCCAGGGAG

	β-actin-F
	TGCAAAGCCGGATTCGCTGG

	β-actin-R
	AGTTGGTGACAATACCGTGC


Table S2 The qRT-PCR Primers of miRNA

	Primer
	Primer sequence-F

	miR-202-Y-F
	AGAGGCATAGGGCATGGGAAA

	miR-11987-z-F
	AGAGGAAACTCTCCTGGAGG

	novel-m0793-5p-F
	TTCTCCTGAGCTCTGATCTGCTC

	novel-m0483-5p-F
	TCCTTGAGGACTGATGACCAGCG

	miR-200-Y-F
	TAACACTGTCTGGTAACGATG

	miR-8-Y-F
	TAACACTGTCAGGTAACGATG

	miR-21-x-F
	TGTTGAGTAATTGGCCAA

	miR-144-y-F
	TACAGTATAGATGATGTACT

	miR-305-x-F
	TGTACTTCATCACCTGCTCT

	miR-146-z-F
	AGAGAACTGAATTCCAAGGGTGT


Table S3 Statistics of data filter and de-connector situation in each sample (F represents for ovary and M represents for testis)
	id
	clean_reads
	high_quality
	3'adapter_null
	insert_null
	5'adapter_contaminants
	polyA
	clean_tags

	F1
	16461402
	16220032
	450720
	77698
	0
	311
	15130546

	F2
	15900700
	15680543
	61738
	70584
	0 
	300
	15072069

	F3
	16317867
	15989318
	986076
	69374
	0
	326
	14726134

	M1
	14481598
	14274294
	159916
	50160
	0
	245
	13740536

	M2
	15929672
	15733971
	51561
	139074
	0
	217
	15323163

	M3
	14334505
	14115961
	99999
	59130
	0
	188
	13660340


Table S4 Tag statistics of the genome compared with each sample (F represents for ovary and M represents for testis)
	Sample
	total_abundance
	abundance
	other_abundance

	all
	87652788
	66260769 (75.59%)
	21392019 (24.41%)

	F1
	15130546
	11818195 (78.11%)
	3312351 (21.89%)

	F2
	15072069
	11180368 (74.18%)
	3891701 (25.82%)

	F3
	14726134
	10854836 (73.71%)
	3871298 (26.29%)

	M1
	13740536
	10637869 (77.42%)
	3102667 (22.58%)

	M2
	15323163
	11619830 (75.83%)
	3703333 (24.17%)

	M3
	13660340
	10149671 (74.30%)
	3510669 (25.70%)


