[bookmark: _GoBack]Table S1 Average date of 50% flowering and podding of ten soybean genotypes under salinity stress
	Genotypes
	50% Flowering (DAS)
	50% Podding (DAS)

	
	Control
	6 dSm-1 EC
	Control
	6 dSm-1 EC

	S-03
	55
	52
	75
	68

	S-05
	49
	44
	60
	56

	S-23
	45
	42
	60
	56

	S-25
	45
	42
	60
	56

	S-35
	55
	48
	70
	60

	BS-02
	40
	33
	55
	42

	S-31
	51
	45
	70
	68

	S-11
	50
	50
	66
	66

	S-07
	58
	55
	70
	70

	S-28
	55
	53
	72
	70

	Mean
	50.3
	46.4
	65.8
	61.2



Here, DAS=Days after sowing; S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, and S-28 = AGS-79.
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	G
	LIS
	PH(cm)
	TB
	TT
	ChlC(%)
	SDW(g)
	Total
	Rank

	
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS

	S-03
	1
	3
	5.5
	6
	6.5
	2
	3
	2
	1
	4
	4
	1.5
	17.5
	12
	8
	7
	4
	2.5
	38.5
	31.5
	20.5
	10
	8
	8

	S-05
	1
	3.5
	5
	6.5
	5.5
	5
	4
	1.5
	2
	5.5
	2.5
	4
	18.5
	11.5
	9.5
	5.5
	1.5
	4
	41
	26
	29.5
	9
	11
	2

	S-23
	1
	3.5
	9
	12
	14
	12.5
	3.5
	3.5
	1
	5.5
	8
	3
	19.5
	7.5
	3
	7
	4
	4
	48.5
	40.5
	32.5
	5
	3
	1

	S-25
	1
	3.5
	8
	7.5
	8
	6.5
	3.5
	2.5
	1
	4.5
	4
	4
	22
	13
	2
	6
	4
	4
	44.5
	35
	25.5
	7
	6
	5

	S-35
	1
	3
	3.5
	6.5
	8
	6.5
	3.5
	3
	1
	6.5
	5
	3.5
	20.5
	8
	4
	4
	3
	4
	42
	30
	22.5
	8
	9
	7

	BS-02
	1
	1
	3.5
	2.5
	3.5
	1
	3.5
	2.5
	1
	3.5
	3
	1
	21
	15.5
	11.5
	4
	4
	1
	35.5
	29.5
	19
	12
	10
	9

	S-31
	1
	3.5
	6
	12
	11
	7
	5
	3.5
	1.5
	9.5
	7.5
	4
	15
	11.5
	4.5
	5
	5
	3.5
	47.5
	42
	26.5
	6
	2
	4

	S-11
	1
	2
	6.5
	9.5
	10.5
	4.5
	5.5
	3.5
	2
	10
	6
	5
	17.5
	7.5
	5.5
	8
	4
	4
	51.5
	33.5
	27.5
	2
	7
	3

	S-07
	1
	3.5
	6.5
	10.5
	9
	4.5
	3.5
	3.5
	1.5
	7
	7
	4
	17
	16
	8
	4
	4
	1
	49
	43
	25.5
	4
	1
	5

	S-28
	1
	3.5
	6.5
	8.5
	6.5
	6.5
	6
	4.5
	1.5
	9.5
	9
	4
	17.5
	9
	3
	6.5
	3
	4
	49
	35.5
	25.5
	4
	5
	5

	S-09
	1
	4
	7
	8
	5
	3
	3.5
	2
	1
	6
	4
	2
	23
	17.5
	9
	8
	2.5
	3
	49.5
	35
	25
	3
	6
	6

	S-32
	1.5
	4
	8.5
	13.5
	13
	5
	6
	2
	1
	9
	4
	2.5
	20.5
	9
	6.5
	5
	4
	4
	55.5
	36
	27.5
	1
	4
	3

	BS-05
	1
	3.5
	6
	4.5
	1.5
	4
	5.5
	1.5
	2
	8.5
	2.5
	3.5
	14
	10.5
	1
	4.5
	2
	4
	38
	21.5
	20.5
	11
	12
	8


Table S2 Ranking of soybean genotypes based on shoot traits under control and salinity stress

Here, G=Genotypes, LIS=Leaf injury scoring, PH=Plant height, TB=Total number of branches, TT=Total number of trifoliates, ChlC=Chlorophyll content, SDW=Shoot dry weight, C = Control, 6dS = 6dSm-1, 10dS = 10dSm-1, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79, S-09 = K-16, S-32 = MINA-HAI, and BS-05 = Binasoybean-5.












Table S3 Ranking of soybean genotypes based on root traits under control and salinity stress
	G
	MAL(cm)
	MAD(mm)
	TLR1
	LRL1(cm)
	LRD1(mm)
	LRL2(cm)
	LRD2(mm)
	RDW(g)
	Total
	Rank

	
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS

	S-03
	1.5
	1.5
	1
	4.5
	3.5
	1
	2
	3.5
	2
	2
	2.5
	1.5
	2
	1.5
	1.5
	1
	1
	1
	1.5
	1.5
	1.5
	4
	3
	4
	18.5
	18
	13.5
	9
	7
	9

	S-05
	1.5
	1.5
	1.5
	6
	3.5
	3.5
	2
	2
	3.5
	1.5
	2
	1.5
	3
	1.5
	1
	1
	1
	1
	1.5
	1.5
	1.5
	4
	3
	4
	19.5
	16
	17.5
	8
	9
	5

	S-23
	1.5
	1.5
	1.5
	4
	5
	1.5
	2.5
	4
	2
	2.5
	2.5
	2.5
	3
	2
	1.5
	1
	1
	1
	1.5
	1.5
	1.5
	4.5
	2
	4
	20.5
	19.5
	15.5
	7
	5
	8

	S-25
	1.5
	1.5
	1.5
	5
	4
	4
	2
	3
	2
	2.5
	2.5
	2.5
	5.5
	1.5
	2
	1
	1
	1
	1.5
	1.5
	1.5
	5
	4
	4
	24
	19
	18.5
	5
	6
	3

	S-35
	1.5
	1.5
	1.5
	4
	4.5
	2
	3.5
	3.5
	3
	2.5
	2.5
	2.5
	3
	3
	1.5
	1
	1
	1
	1.5
	2
	1.5
	1
	1
	4
	18
	19
	17
	10
	6
	6

	BS-02
	1.5
	2
	1.5
	5
	5
	3
	1.5
	2.5
	2
	3.5
	4
	1.5
	3
	3
	1.5
	1
	1
	1
	1.5
	1.5
	1.5
	6
	4
	4
	23
	23
	16
	6
	2
	7

	S-31
	1.5
	1.5
	2
	6.5
	4.5
	3.5
	3.5
	4
	4
	2.5
	2.5
	3
	6
	4.5
	1.5
	1
	1
	1
	1.5
	1.5
	1.5
	4
	4
	1.5
	26.5
	23.5
	18
	3
	1
	4

	S-11
	1.5
	1.5
	1.5
	6.5
	6.5
	3.5
	2
	3.5
	2
	2.5
	2.5
	2.5
	6
	3
	2
	1
	1
	1
	1.5
	1.5
	1
	5.5
	2
	4
	26.5
	21.5
	17.5
	3
	3
	5

	S-07
	1.5
	1.5
	1.5
	4
	5
	2.5
	2
	4.5
	4
	2.5
	2.5
	2.5
	2
	3
	2
	1
	1
	1
	1.5
	1.5
	1.5
	5
	4
	4
	19.5
	23
	19
	8
	2
	2

	S-28
	1.5
	1.5
	1.5
	7
	5
	4
	3
	5
	3.5
	2.5
	2.5
	2.5
	3
	3
	2
	1
	1
	1
	1.5
	1.5
	1.5
	6.5
	4
	4
	26
	23.5
	20
	4
	1
	1

	S-09
	1.5
	1.5
	1.5
	5.5
	4
	3.5
	3
	3.5
	2
	1.5
	2.5
	3
	7
	1.5
	2
	1
	1
	1
	5
	4
	3
	4
	3
	4
	28.5
	21
	20
	1
	4
	1

	S-32
	1.5
	1.5
	1.5
	6
	2.3
	3
	2
	4
	2
	4
	2.5
	2.5
	4
	1.5
	2.5
	1
	1
	1
	1.5
	1.5
	1
	74.5
	2.5
	3.5
	27
	17
	17
	2
	8
	6

	BS-05
	1.5
	1.5
	2
	5.5
	3.5
	3.5
	1
	2
	2.5
	2.5
	2.5
	1
	6.5
	2
	2
	1
	1
	1
	1.5
	1.5
	1.5
	4.5
	4
	4
	23
	18
	17.5
	6
	7
	5



Here, MAL = length of main axis root, MAD = diameter of main axis root, LRL1 = length of primary axis root, LRD1 = diameter of primary axis root, LRL2 = length of secondary axis root, LRD2 = diameter of secondary axis root, RDW = root dry weight, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79, S-09 = K-16, S-32 = MINA-HAI, BS-05 = Binasoybean-5, G = Genotypes, C = Control, 6dS = 6dS m-1, and10dS = 10dS m-1.










Table S4 Ranking of soybean genotypes based on pod traits under control and salinity stress
	G
	TP
	PL(cm)
	TS
	TSW(g)
	Total
	Rank

	
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS

	S-03
	6
	2
	1
	7
	2.5
	1
	5
	2
	1
	7.5
	5.5
	1
	25.5
	12
	4
	8
	7
	1

	S-05
	12
	1.5
	1
	5.5
	2.5
	1
	10
	1.5
	1
	7
	5
	1
	34.5
	10.5
	4
	3
	8
	1

	S-23
	13
	2
	1
	6.5
	5
	1
	11
	2
	1
	9
	4
	1
	39.5
	13
	4
	1
	6
	1

	S-25
	11.5
	1.5
	1
	3.5
	2
	1
	10.5
	1.5
	1
	7.5
	3.5
	1
	33
	8.5
	4
	5
	9
	1

	S-35
	11.5
	2.5
	1
	5.5
	3.5
	1
	9.5
	3
	1
	11
	5.5
	1
	37.5
	14.5
	4
	2
	5
	1

	BS-02
	6.5
	3.5
	1
	7.5
	6
	1
	6
	2.5
	1
	10
	3
	1
	30
	15
	4
	7
	4
	1

	S-31
	10.5
	4.5
	1
	5
	5
	1
	10.5
	4
	1
	8.5
	6
	1
	34.5
	19.5
	4
	3
	1
	1

	S-11
	9.5
	4.5
	1
	6.5
	5
	1
	7.5
	3
	1
	9
	2
	1
	32.5
	14.5
	4
	6
	5
	1

	S-07
	8.5
	4.5
	1
	8
	5.5
	1
	8.5
	3
	1
	8.5
	5.5
	1
	33.5
	18.5
	4
	4
	2
	1

	S-28
	7.5
	5
	1
	7
	5
	1
	7
	4.5
	1
	12
	3
	1
	33.5
	17.5
	4
	4
	3
	1











Here, TP = Total number of pods plant-1, PL = Length of pod, TS = Total number of seeds plant-1, TSW = Thousand (1000) seed weight, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79; G = Genotypes, C = Control, 6dS = 6dS m-1, and 10dS = 10dS m-1.










Table S5 Mean performance of soybean genotypes for shoot traits under control and salinity stress

	G
	LIS
	PH(cm)
	TB
	TT
	ChlC(%)
	SDW(g)

	
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS

	S-3
	1
	2.6
	6.2
	70.04
	71.22
	53.56
	2.2
	1.8
	1
	8.6
	8.8
	5.2
	32.7
	29.2
	24.82
	7.61
	6.32
	3.56

	S-5
	1
	3
	5.4
	76.14
	69.62
	66.32
	4
	1.4
	1.6
	11.6
	6.4
	7.8
	33.68
	28.88
	27.46
	7.17
	3.13
	5.09

	S-23
	1
	3
	9
	95.76
	122.42
	98
	2.8
	3.4
	1.2
	11.2
	15
	7
	34.42
	24.52
	20.3
	7.63
	4.06
	4.11

	S-25
	1
	3
	7.8
	80.9
	82.06
	71.52
	2.6
	2
	1.2
	9.8
	8.4
	7.8
	37.8
	29.76
	16.2
	7.36
	4.19
	4.26

	S-35
	1
	2.6
	3
	76.6
	83.1
	75.84
	3.6
	2.2
	1.2
	13.2
	10.6
	7.6
	3.5
	25.14
	21.3
	4.44
	3.43
	4.46

	BS-2
	1
	1
	3
	57.32
	58.2
	50.06
	2.6
	2
	1.2
	7.6
	7
	4.2
	35.58
	31.08
	28.92
	4
	4.07
	2.84

	S-31
	1
	3
	6.6
	96.76
	91.48
	79.9
	4.6
	2.8
	1.4
	17.8
	14.4
	9
	30.4
	28.96
	22.28
	7.01
	6.97
	3.81

	S-11
	1
	2.2
	7
	86.8
	89.96
	62.56
	4.8
	2.8
	1.6
	18.6
	12.4
	10.6
	32.8
	24.5
	22.66
	15.26
	4.92
	4.08

	S-7
	1
	3
	7
	90.1
	86.32
	61.86
	3.2
	2.6
	1.4
	13.8
	13.4
	8.6
	32.58
	31.32
	25.22
	5.67
	4.27
	2.77

	S-28
	1
	3
	7
	85.88
	72
	77.6
	5
	4.2
	1.4
	18
	17.2
	9.2
	33.36
	26.82
	20.56
	7.49
	3.69
	4.17

	S-9
	1
	3.8
	7.4
	83.14
	64.68
	57.84
	3.6
	1.8
	1
	13
	8.4
	5.4
	39.48
	32.94
	27.08
	12.43
	3.46
	3.67

	S-32
	1
	3.8
	8.6
	117.03
	99.1
	66.86
	5.25
	1.6
	1
	18
	9
	6.2
	35.43
	26.78
	23.66
	7.11
	4.23
	4.37

	BS-5
	1
	3.4
	6.33
	4.8
	1.4
	1.33
	15.6
	6.2
	6
	30.2
	28.48
	13.33
	6.74
	3.33
	4.87
	18.22
	15.64
	17.7



Here, LIS = Leaf injury scoring, PH = Plant height, TB = Total number of branches, TT = Total number of trifoliates, ChlC = Chlorophyll content, SDW = Shoot dry weight, C = Control, 6dS = 6dSm-1, 10dS = 10dSm-1, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79, S-09 = K-16, S-32 = MINA-HAI, and BS-05 = Binasoybean-5.









Table S6 Mean performance of soybean genotypes for root traits under control and salinity stress
	G
	MAL(cm)
	MAD(mm)
	TLR1
	LRL1(cm)
	LRD1(mm)
	LRL2(cm)
	LRD2(mm)
	RDW(g)

	
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS
	C
	6dS
	10dS

	S-3
	16.1
	16.74
	14
	5.8
	5
	3.6
	17.2
	24.6
	14.2
	12.74
	13.88
	12.06
	0.97
	0.89
	0.79
	4.5
	4.06
	3.36
	0.043
	0.034
	0.05
	2.54
	1.75
	2.25

	S-5
	14.9
	15.28
	17.66
	6.6
	4.7
	4.8
	19.4
	16.8
	24
	10.36
	12.4
	11.82
	1.2
	0.87
	0.66
	3.96
	3.52
	3.4
	0.058
	0.036
	0.038
	2.13
	1.72
	2.64

	S-23
	18.1
	18.38
	17.32
	5.36
	6.1
	3.8
	20.8
	26.6
	17.2
	15.4
	15.14
	13.74
	1.22
	1.06
	0.92
	5.2
	4.2
	3.5
	0.051
	0.03
	0.029
	2.87
	1.61
	2.31

	S-25
	16.5
	17.86
	18.7
	6.06
	5.4
	5.572
	16.8
	21.4
	17.2
	15.62
	15.2
	13.3
	1.92
	0.82
	1.04
	3.44
	4.46
	2.7
	0.051
	0.041
	0.04
	3.06
	2.02
	2.3

	S-35
	16.5
	18.28
	17.6
	5.34
	5.76
	4
	24
	24.8
	21.8
	14.96
	14.14
	14.58
	1.4
	1.44
	0.74
	3.88
	3.86
	2.52
	0.077
	0.088
	0.059
	2.55
	1.26
	2.7

	BS-2
	20
	21.42
	18.02
	6.08
	6
	4.6
	13.4
	20.8
	15.4
	19.42
	19.96
	11.78
	1.2
	1.22
	0.73
	3.7
	5.58
	3.66
	0.046
	0.044
	0.046
	3.21
	2.4
	2.5

	S-31
	19.3
	20.68
	21.18
	6.8
	5.74
	5
	24.8
	26.4
	26.4
	15.38
	15.3
	16.6
	1.98
	1.72
	0.8
	4.82
	5.86
	3.84
	0.055
	0.055
	0.048
	2.42
	2.13
	1.38

	S-11
	17.5
	18.5
	17.48
	6.8
	6.78
	5.2
	18.4
	25.2
	18.4
	13.66
	13.44
	13.18
	1.98
	1.2
	1.04
	6.88
	5.16
	4.78
	0.05
	0.05
	0.014
	3.19
	1.69
	2.27

	S-7
	18.7
	19.46
	19.56
	5.4
	6
	4.4
	20.4
	33.4
	26.4
	14.68
	12.98
	13.6
	1.04
	1.22
	1
	5.2
	5.52
	5.08
	0.043
	0.023
	0.02
	2.89
	2.09
	1.98

	S-28
	17.8
	18.86
	21.78
	7.4
	6
	5.4
	22
	33.8
	25
	13.62
	14.68
	13.62
	1.32
	1.24
	1.1
	4.74
	5.52
	4.52
	0.049
	0.045
	0.034
	3.31
	2.44
	2.29

	S-9
	16.1
	18.1
	14.86
	6.2
	5.5
	4.8
	22.2
	26
	19
	12.28
	15.2
	12.72
	2.56
	0.9
	0.98
	4.18
	4.32
	3.32
	0.8
	0.71
	0.43
	2.75
	1.75
	2.15

	S-32
	20.2
	18.8
	16.34
	6.73
	4.2
	4.6
	18.75
	26.4
	13.8
	20.3
	14.68
	14.68
	1.53
	0.92
	1.14
	4.7
	3.2
	4.06
	0.055
	0.036
	0.013
	3.45
	1.69
	1.85

	BS-5
	18.2
	15.64
	17.7
	6.2
	5
	4.67
	10
	18
	18.67
	13.76
	13.34
	7.83
	2.26
	1
	0.87
	7.20
	4
	1.8
	0.045
	0.034
	0.033
	2.81
	1.96
	1.78



Here, MAL = length of main axis root, MAD = diameter of main axis root, LRL1 = length of primary axis root, LRD1 = diameter of primary axis root, LRL2 = length of secondary axis root, LRD2 = diameter of secondary axis root, RDW = root dry weight, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79, S-09 = K-16, S-32 = MINA-HAI, BS-05 = Binasoybean-5; C = Control; 6dS = 6dS m-1; and 10dS = 10dS m-1.










Table S7 Mean performance of soybean genotypes for pod traits under control and salinity stress
	G
	TP
	PL(cm)
	TS
	TSW(g)

	
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS

	S-3
	12.6
	2.33
	0
	3.82
	2.77
	0
	26.6
	6
	0
	150
	128.33
	0

	S-5
	37
	1.8
	0
	3.6
	2.66
	0
	65.4
	3.8
	0
	146.6
	125.6
	0

	S-23
	49.8
	3.6
	0
	3.72
	3.58
	0
	87.6
	8.2
	0
	162.8
	111
	0

	S-25
	33.4
	1
	0
	3.18
	2.37
	0
	71.6
	2.67
	0
	152
	107.67
	0

	S-35
	32.6
	4.5
	0
	3.64
	3.1
	0
	65
	8
	0
	179.4
	132
	0

	BS-2
	14.2
	7.2
	0
	4.12
	3.66
	0
	29.2
	10.8
	0
	171.4
	103
	0

	S-31
	29
	9.2
	0
	3.44
	3.52
	0
	75.8
	22.6
	0
	156.8
	133.8
	0

	S-11
	23.6
	8.8
	0
	3.78
	3.46
	0
	45.6
	15.2
	0
	163.8
	79.2
	0

	S-7
	22.2
	8.2
	0
	4.18
	3.6
	0
	53.2
	16.6
	0
	152.4
	132
	0

	S-28
	17.4
	10.6
	0
	3.92
	3.44
	0
	41.8
	19.6
	0
	195
	101
	0



Here, TP = Total no. of pods per plant, PL = length of pod, TS = Total no. of seeds per plant, TSW = Thousand (1000) seed weight, S-03 = Lokon, S-05 = Shohag, S-23 = Bragg, S-25 = BS-13, S-35 = Asset-93-19-1, BS-02 = Binasoybean-2, S-31 = MTD-6, S-11 = Asset-93-19-5, S-07 = MTD-176, S-28 = AGS-79; C = Control, 6dS = 6dS m-1, and 10dS = 10dS m-1.












Table S8 Mean performance of soybean genotypes for biochemical parameters under control and salinity stress
	G
	Proline
(μgg-1)
	H2O2
(μMg-1)
	MDA
(μMg-1)
	POD
(μMmin-1g-1)
	CAT
(μMmin-1g-1)
	APX
(μMmin-1g-1)

	
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS
	C
	6 dS
	10 dS

	S-3
	3.14
	32.7
	32.68
	3.71
	4.57
	6.11
	0.27
	0.32
	0.23
	5.27
	6.05
	6.69
	0.17
	0.45
	1.37
	52.56
	75.96
	63.96

	S-23
	3.99
	23.38
	19.94
	2.46
	3.32
	3.18
	0.27
	0.46
	0.4
	1.13
	2.44
	2.72
	0.65
	0.83
	1.02
	19.33
	94.18
	139.94

	BS-2
	3.99
	32.39
	34.51
	3.11
	4.54
	5.42
	0.26
	0.4
	0.48
	1.66
	4.51
	6.72
	0.32
	1.27
	1.11
	39.92
	75.29
	94.01

	S-7
	3.92
	19.21
	32.06
	3.75
	2.5
	5.96
	0.22
	0.25
	0.42
	0.44
	0.88
	3.41
	0.89
	1.36
	0.83
	81.29
	103.07
	158.01

	S-9
	20.63
	32.08
	16.39
	2.89
	4.93
	4.11
	0.23
	0.31
	0.33
	4.54
	5.41
	4.29
	0.38
	0.77
	0.86
	13.04
	59.76
	79.42



Here, Proline = Proline Content, H2O2 = Hydrogen peroxide content, MDA = Malondialdehyde content, POD = Peroxidase content, CAT = Catalase content, APX = Ascorbate peroxidase content, S-03 = Lokon, S-23 = Bragg, BS-02 = Binasoybean-2, S-07 = MTD-176, and S-09 = K-16.
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1     Table S1   Average date of 50% flowering and podding of ten soybean genotypes under salinity stress  

Genotypes  50% Flowering (DAS)  50% Podding (DAS)  

Control  6 dSm - 1   EC  Control  6 dSm - 1   EC  

S - 03  55  52  75  68  

S - 05  49  44  60  56  

S - 23  45  42  60  56  

S - 25  45  42  60  56  

S - 35  55  48  70  60  

BS - 02  40  33  55  42  

S - 31  51  45  70  68  

S - 11  50  50  66  66  

S - 07  58  55  70  70  

S - 28  55  53  72  70  

Mean  50.3  46.4  65.8  61.2  

  Here, DAS=Days after sowing; S - 03   =   Lokon, S - 05   =   Shohag, S - 23   =   Bragg, S - 25   =   BS - 13, S - 35   =   Asset - 93 - 19 - 1,  BS - 02   =   B inas oybean - 2, S - 31   =   MTD - 6, S - 11   =   Asset - 93 - 19 - 5, S - 07   =   MTD - 176,  and  S - 28   =   AGS - 79.  

