
	No.

	Well

	Gene name

	Official Full Name

	Role in Cancer

(Reference number)
	Role in invasion/metastasis
(Reference number)

	
	
	
	
	
	

	1
	1
	hsa-mir-1231
	microRNA 123
	1
	2

	2
	1
	hsa-mir-6795
	microRNA 6795
	No report 
	No report 

	3
	1
	STEAP3
	STEAP3 metalloreductase
	3
	3

	
	
	
	
	
	

	4
	2
	hsa-mir-606
	microRNA 606
	4
	4

	5
	2
	NSMF
	NMDA receptor synaptonucl. signaling and neuronal migration factor 
	No report 
	No report 

	6
	2
	FAM192A
	family with sequence similarity 192 member A
	5
	No report 

	7
	2 and 5
	RFPL2
	ret finger protein like 2 
	No report 
	No report 

	
	
	
	
	
	

	8
	4
	ATP1B1
	ATPase Na+/K+ transporting subunit beta 1
	6
	No report 

	9
	4
	STK19
	serine/threonine kinase 19
	7,8
	7

	10
	4
	CALCRL
	calcitonin receptor like receptor
	9
	No report 

	11
	4
	EMP2
	epithelial membrane protein 2
	10
	11

	12
	4
	hsa-mir-1226
	microRNA 1226
	12-15
	14,15

	
	
	
	
	
	

	13
	5
	hsa-mir-7973-1
	microRNA 7973-1
	16
	No report 

	14
	5
	DDR1
	discoidin domain receptor tyrosine kinase 1
	17-19 
	20,21

	15
	5
	FMOD
	fibromodulin
	22-24
	25

	16
	5
	CCNL2
	cyclin L2
	26,27
	28

	17
	5 and 2
	RFPL2
	ret finger protein like 2 
	No report 
	No report 

	
	
	
	
	
	

	18
	6
	IL11
	interleukin 11 
	29,30
	31

	19
	6
	LAT
	linker for activation of T cells
	32
	No report 

	20
	6
	PARS2
	prolyl-tRNA synthetase 2, mitochondrial
	33
	No report 

	21
	6
	TCP10L
	t-complex 10 like
	34
	No report 

	22
	6
	FERMT1
	FERM domain containing kindlin 1
	35
	36

	23
	6
	AZGP1
	alpha-2-glycoprotein 1, zinc-binding
	37
	38

	24
	6
	CASP10
	caspase 10
	39,40
	40

	
	
	
	
	
	

	25
	8
	hsa-mir-371a
	microRNA 371a
	41
	42,43

	26
	8
	ABCA3
	ATP binding cassette subfamily A member 3
	44
	45

	27
	8
	PHYHIP
	phytanoyl-CoA 2-hydroxylase interacting protein
	46,47
	No report 

	28
	8
	TMEM18
	transmembrane protein 18
	48
	49

	29
	8
	TPSG1
	tryptase gamma 1
	50
	51

	
	
	
	
	
	

	30
	10
	MYT1
	myelin transcription factor 1 
	52
	53

	31
	10
	SLC46A2
	solute carrier family 46 member 2 
	54
	No report 

	32
	10
	TPBG
	trophoblast glycoprotein
	55
	56

	33
	10
	KIFC2
	kinesin family member C2
	57
	57

	34
	10
	PSENEN
	presenilin enhancer, gamma-secretase subunit 
	58
	No report 

	35
	10
	BICD1
	BICD cargo adaptor 1
	59
	60
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