Supplementary Table S1: Sequences for primers of 14 candidate genes
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	F:5'GGAGCGGGTCTACTTCTTCA3’, R:5’ ATGAACTGGGGCTGTCTGGT3’;

	BAG4:
	F:5' TATGGAATGGGTGGCCGTTAT3’, R:5’ CCCGAGGATTCGTACTGATGG 3’;

	PSMD7
	F:5'GGTTGGAAACCAGAAGCGTG3’, R:5’ GTAGTTTAGGGCCTGTGTGGT3’;

	SNED1:
	F:5'AAAGCACAAGCCTCAAGAAGAC3’, R:5’ TTGGTGGAGTGTAACAAGAACG3’;

	SUPT6H:
	F:5' AAATCCGAGCCACTGACCTG3’, R:5’ GGTTGGTGTGGCAAAAGCAT3’;

	POMZP3
	F:5' ACTGTACTGAGTGCCCTCAAAGA3’, R:5’ AAAGCCCACTGCTCTACTTCAT3’;

	FOXM1
	F:5' AGCAGGCTGCACTATCAACA 3’, R:5’ TCAACCTTAACCTGTCGCTG 3’;

	TMEM204
	F:5' GCCCTGGTCTCACTCATCCT 3’, R:5’ GCGCATCATGTCGAACTGC 3’;

	GNG5
	F:5' CAAATCCCTTCAGACCCCAGA 3’, R:5’ TTGTATGCTGCTGCCAGTGTAT 3’;

	NIPAL3
	F:5' CATTCGCACCCAACAGTCAC 3’, R:5’ AAAAGGAAAGGCCAGCTCAC 3’;

	TFPT
	F:5' GCAGAGGATAACTCGGAGGC 3’, R:5’ CAGCACAATGGTGAACTGGC 3’;

	CYB5RL
	F:5' GACTGGGAGGAACCTGGAAA 3’; R:5’ GCCAGGCTCTATGAGACCAC 3’;

	CHD3
	F:5' TGCTGCAACCATCCATACCT 3’, R:5’ CGCTCATACTTGTAGCCTTCATAG 3’;
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	F:5' AGAAAGAAGGTTAAGCTGGCTGT 3’, R:5’ CTCTCGACGAAGGCGACTAAT 3’.



