Shannon index

100% - Bacteria — Class

I Abditibacteria
. Actinobacteria
75% - ! Alphaproteobacteria
Bacilli
I Bacteroidia
509% - Chloroflexia
I Deinococci
Gammaproteobacteria
I Polyangia
Thermoleophilia
I Other

o
O

Kruskal-Wallis p—value: 9.5e-05 Adonis2, p-value: le-4
a b b ab

et
M
¢h

4

P

2 e

o
o
S

25% -

Average relative abundance

0% -

I
=
]
()]

Qo
m

ES FR SE

PCoA Axis 2 (7.65%)

I
o
L8]]
o

100% - Fungi — Class

I Agaricomycetes _
Ascomycota_cls_Incertae_sedis
! Dothideomycetes ]
Eukaryota_cls_Incertae_sedis
I Fuggl_cls_'lncertae_sedi's
Le |om¥cetes
I Microbotryomycetes
Othe

-0.4 0.0 0.4 0.8 75% -
DE ES FR SE PCoA Axis 1 (18.07%) o

@® Germany @ Spain @ France Sweden

r
I Taphrinomycetes

Tremellomycetes
I unclassified

25% -

Average relative abundance

0% -

@
@)
@
O
w
M
m
7
T
Py
%
M

Oomycetes — Genus

I Albugo
Eukaryota_gen_Incertae_sedis

! Globisporangium
Hyaloperonospora

I Other
Peronospora

0 Peronosgoraoeae _gen_Incertae_sedis

: Phytophthora

I

100% -

75% -

50% -

Pythiaceae _gen_Incertae_sedis
Pythium
unclassified

25% -

Average relative abundance

@ «r » ® o @ 0% -

@
O
@
@
e
g,
M
m
77
M
p
¢
m

Eukaryotes — Class

I Arthropoda
Dothideomycetes

! Embryophyceae
Filosa—Thecofilosea

I Leotiom%(cetes
Microboiryomycetes

I Other
Peronosporomycetes

I Taphrinomycetes
Trebouxiophyceae

I unclassified

e © 100% -
75% -
50% -

@ Bacterial OTUs @ Oomycetal OTUs = Copresence 25%-

® Fungal OTUs @ Eukaryotic OTUs  — Mutual Exclusion

Average relative abundance

o
S

=)
m
m
wn
-
A
wn
m



