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S PCR of cDNA with gPCR primers

‘O 25 ~ -

o T .

)

= 2.0 Genes

S ® DhPERL

© DhPER2

o

o 15 m DhPER3

— DhPER4

~ ¢ DhPER5

92] ]

c 10 .

o

©

= 0.5

©

>

0.0
Genes
C 1 100 200 300 400 500 600 700 800
EY DhPER1 upstream cr-m - B I B L R L N B T R B e P e I e e e e i L TR O e I N e I Y 1 noo-rom
PT DhPER1 upstream i T = s o N — = - 0 T - B — = I = — 0 - 1 o
900 1,000 1,100 1,200 1,300 1,400 1,500 1,600 1,700
EY DhPER1 upstream s sme—n I 1 1 1 I QnEFUN_587 [ T I b ] [
PT DhPER1 upstream [l B R A 1 I R 1 INES N e i 1 (BN 1 1 Ll | 111 [ B B | 1 1 I-me
1,800 1,900 2,000 2,100 2,200 2,300 2,400 2,500 2,600 2,683

EY DhPER1 upstream [ 1 GnFUN005877 1 [ =N E =R W s s — - - e e o - 1 L L "
PT DhPER1 upstream [ o= [ o TR W — - e e IR L L PRI S R N | ] ] oni - on o L I LR ENT 1

76.1% pairwise identity
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DhPERT (27%)  DhPER2(21%)  DhPER3 (24%)  DhPER4 (25%)  DhPERS5 (25%)
RMSD = 2.65 RMSD = 3.18 RMSD = 3.03 RMSD = 2.99 RMSD = 2.42
TM-score =0.78 TM-score =0.74 TM-score =0.79 TM-score = 0.8 TM-score = 0.84
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ldentity = 93%
RMSD =1.44
TM-score = 0.92




