Additional File 3: Soil samples
All figures here were generated by the Genome Coverage Checker plotting script. Samples 1 and 10 are shown as Figure 5 in the main text. For all figures, the following legend applies:
Reference genome coverage of the top 20 most abundant species within the Kraken output. This figure was produced using the Genome Coverage Checker plotting script and shows: (i) the location of Bowtie 2-mapped reads across the length of the reference genomes, as well which regions have higher (yellow) or lower (blue) numbers of mapped reads (left box); (ii) the identity of the mapped reads to the reference genomes (middle box; each point represents the identity of a single read, with boxplots indicating the median and interquartile range and whiskers 1.5 x the interquartile range); and (iii) the number of reads assigned by Kraken to each species, the genome fraction (%) that has mapped reads, and the percentage of Kraken-assigned reads that can be mapped to the genome (right boxes). Cells here are coloured according the minimum or maximum numbers shown within the plot. The NCBI taxonomy ID and species name is shown on the left.

[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]
[image: A chart of different colors

AI-generated content may be incorrect.]


[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]

[image: A chart of different colors

AI-generated content may be incorrect.]
[image: A close-up of a chart

AI-generated content may be incorrect.]

image7.png
Bowtie2
Coverage across genome

jocardiopsis chromatogenes

B
o
s

1896164: Luteimonas sp. JM171

860221: Georgenia satyanarayanai

°
B

a83545: Thermobifida halotolerans

5
s

1194090: Alifodinibius roseus

5
IS

300560: Isoptericola halotolerans

B
s

05

1797: Mycolicibacterium thermoresistibile

10

5
3
IS

225762: Nocardiopsis alkaliphila

10

3

980294: Glycomyces salinus

00

391738: Lysobacter defluvii

°
5

337895: Actinomadura hallensis

5
IS
5
S
o

2926411 Isoptericola sp. $6320L

B

1852: Saccharomonospora viridis

3
-

2822368: Lysobacter luteus

53522: Thermobifida alba

5
3
IS

579446: Isoptericola chiayiensis

1670830: Egicoccus halophilus

5
3

427918: Nitriliruptor alkaliphilus

5
S
5

1768010: Actinophytocola algeriensis

s
®
3

1325935 Nocardioides massiliensis

-
B

15

5

30
Genome size (mbp)

Less coverage More coverage

Soil7

Bowtie2
Identity to
reference

[ A

95333

=

:

d

Kraken reads
assigne

= =

!

fraction(%)

o
E
S
e
o
o

~
°
o

@

Kraken reads
mapped by
Bowtie2 (%)

i
T
—
Ern
—
T
—
95320
—
5
—
iy
[ ‘ 19396 H 2.456 H 22,097 |
EEn
[ [ [ eos |[ wae |
70T
‘ [[(won [ sae |[ was |
e
ﬂ [[wmse ][ ems |[wam |
ey
[ [ [ |
70 8 % 100
dentity (%)
17263 99782 25 50 75 2550 75
Reads Genome

fraction (%)

Reads
mapped (%)




image8.png
Bowtie2
Coverage across genome

2865833: Pseudonocardia sp. DSM 110487

00

o
S
s

1298857: Solirubrobacter sp. URHDO082

°
s

60

1230389: Reyranella soli

°
s
5
o

191495: Conexibacter woesei

00

5
S

60

882449: Pseudonocardia cypriaca

00 10 20 30 a0 50 60 7.0 80

2282478: Solirubrobacter sp. CPCC 204708

°
g

10 20 30 4.0 50 60 7.

B

2653851: Rubrobacter tropicus

00 10 20 30 4.0

49319: Rubrobacter xylanophilus

00 05 10 15 20 25 30

1128676: Pseudonocardia hierapolitana

°
g

10 20 30 40 50 60 7.0 80

166793: Solirubrobacter pauli

°
g

10 20 30 40 50 60

2884022: Capillimicrobium parvum

°
s

10 20 30 4.0 5.0

2653852: Rubrobacter marinus

°
s

05 10 15 20 25 30 35 40

2812560: Conexibacter sp. SYSU D00693

°
s

05 10 15 2.0 25 30 35 4.0

1002870: Gaiella occulta

°
s

25

861209: Gemmatirosa kalamazoonensis

00 10 20 30 4.0 50 60 7.0

912552: Conexibacter arvalis

°
s
5

5.0

56: Sorangium cellulosum

°
s
>
s
3
s

2949664: Paraconexibacter sp. 02 - 257

°
s

5.0

393310: Skermanella aerolata

°
g
-
5
B

80

496014: Baekduia soli

s
g
s
s
g
H

50
Genome size (mbp)

Less coverage More coverage

Soil8

Bowtie2
Identity to
reference

0
2
B3
33
£e
2
Y
g8
M

Bowtie2 genome
fraction(%)

Kraken reads
mapped by
Bowtie2 (%)

53
[ i [[owe ][ ren ][ e ]
[ & EEEEE =
vz
[ i [howo ][ oer ][ esse |
o7
e I o [ |
ST
[ ﬂ [Coo ][ aes ][ wew ]
T
[ i [Coms ][ 2oe ][ weas |
[ [me ][ eese [ am ]
[ [ ][ oo | D
| IR
[ [rme ][ ren ][ maw ]
[ [se ][ osr [ se |
[ [ome ][ woss ][ e ]
| [Con ][ s ][ mm ]
77T
[ i [0 ][ oae ][ eaa ]
5353
| e O I e
o
[ i IEEIEEEIEEE
[ i [an ][ oss [ eas |
5
e
w3
| T [ [ ]
70 8 % 100
dentity (%)
38 wwe 10 20 255075
Reads Genome Reads
fraction (%) mapped (%)




image9.png
Bowtie2
Coverage across genome

391738: Lysobacter defluvii

s
s

05 10 15 20 25

225762: Nocardiopsis alkaliphila

00 10 20 30 40 50

860221: Georgenia satyanarayanai

°
s

05 10 15 20 25 30

280239: Nocardiopsis chromatogenes.

°
s

10 20 30 40 5.0 60

384677: Omithinimicrobium pekingense

00 05 10 15 20 25 30 35

483545: Thermobifida halotolerans

00 10 20 30 4.0 50

260086: Pseudonocardia ammonioxydans

°
s

10 20 30 4.0 50 60 7.0

1852: Saccharomonospora viridis

00 05 10 15 20 25 30 35 40

1229: Nitrosococcus oceani

3
s

05 10 15 20 25 30

930130: Oceanobacillus halophilus

00 05 10 15 20 25 30 35

-
B

2036207: Glutamicibacter sp. V16R281

00 05 10 15 20 25 30

162496: Glutamicibacter creatinolyticus

s
s

05 10 15 20 25 30

1325935: Nocardioides massiliensis

°
B

05 35 40

B

1827501: Mesorhizobium sp. YMIC -6 -2

°
s
5
IS

1050153: Ornithinimicrobium murale

°
s
°

45670: Salinicoccus roseus

°
B

ysobacter luteus

°

00

2907155: Lysobacter sp. GX 14042

°
s

244: Planomicrobium okeanokoites

00 05

B

882440: Actinomadura geliboluensis

00 20 40 60 80
Genome size (mbp)
Less coverage More coverage

Soil9

Bowtie2
Identity to
reference

Kraken reads
assigned

Bowtie2 genome
fraction(%)

7265

6716

o0
[ =
£
— T
o
[ [eros
| | 4709
gy
| | 4629
w9338
| g e
| o] [
55706
— T
95333
[ i [ ][ ooos
Eeny
| < R T
Erny
[ =
7 8 % 100
dentity (%)
385 22420 20 40
Reads Genome

fraction (%)

Kraken reads
mapped by
Bowtie2 (%)

25 50 75

Reads
mapped (%)




image10.png
©
£

Py Sg 8. =

kL S% S

89 23 Sy

) £ cge

Bowtie2 g% £8 g23%

Bowtie2 Identity to S8 §~ [ E H

Coverage across genome reference M 2 ¢Ea

391738: Lysobacter defluvii

i

5

05 10 15 20 25

225762: Nocardiopsis alkaliphila

10 20 5.0

860221: Georgenia satyanarayanai

E

°
s

280239: Nocardiopsis chromatogenes

-

402229: Streptomyces sp. SM1

.

g
.
,
0.0 0.5 1.0 15 20 25
0.0 05 1.0 15 20 25 3.0 35 4.0
0.0 05 1.0 15 2.0 25
.
s s [ 7 [~

B

2763072: Oceanitalea stevensii

e

°
5
s

70 8 9 100
Genome size (mbp) Identity (%)

Less coverage More coverage 5373 35841 25 50 25 50 75
Reads Genome Reads
fraction (%) mapped (%)




image1.png
Bowtie2
Coverage across genome

475067: Mesorhizobium alhagi

5
s
o
s

1768010: Actinophytocola algeriensis

5
&
®
3

393310: Skermanella aerolata

5
-
5
>
S
5

2559608: Blastococcus sp. CT GayMR19

5
5

1105145: Saccharothrix ecbatanensis.

2709662: Pyxidicoccus trucidator

s
s

475069: Mesorhizobium camelthorni

5
S
5
S
o
s

980294: Glycomyces salinus

B
5
B
B

1288362: Actinoplanes sp. ATCC 53533

-
s
S
s
°
s

1739690: Croceibacterium soli

5

191495: Conexibacter woesei

5

2908207:

phingomonas sp. RG327

°
°
&

03

2722752: lamia sp. SCSIO 61187

5
5
5
5

83451: Archangium violaceum

s

861299: Gemmatirosa kalamazoonensis

S

7.0

2812003: Actinophytocola sp. S1-96

10 20 30 40 50 60 7.0

2653851: Rubrobacter tropicus

5
5

40

2884022: Capillimicrobium parvum

10 20 30 4.0 50

1104780: Sphingosinicella sp. ¥/22

05 10 15 2.0 25

2219658: Promicromonospora panici

10 20

3

6.0
Genome size (mbp)

Less coverage More coverage

Soill

o
Es
2 2
ex 3
Bo 4 HES
8% LH 85
ee o gon
" £2 t cal
Bowtie2 £% E8 ga%
Identity to L] 3+ 525
reference M @ x =@

(I i
L &H

| Ly

Q

57
[ i) [eme ][ e
570
[ I -
55357
R
| i EEEEE
wa7
[ it [[ome ][ xem
o7
[ i [ [ a2 |[meam ]
5
[ g [ow [ e [ 5]
5
[ i | EEEEEE
[ il [ [ e ][ e |
ST
[ i i [ [ ess [ man |
e
[ T [ [ o ][ eews |
iy
| i EEEIEEEEIEEE
T
[ il [ [ e |[[mem ]
e
[ i [z [ e ][ mea |
vErS
3 I e ]|
Ey
o m e
70 s % 100
Identity (%)
2678 22664 10 20 255075
Reads Genome

Reads
fraction (%) mapped (%)




image2.png
Bowtie2
Coverage across genome

1896164: Luteimonas sp. JM171

05 10

483545: Thermobifida halotolerans

10

w
B

300560: Isoptericola halotolerans

5
s

00 05

980294: Glycomyces salinus

860221: Georgenia satyanarayanai

o
3

391738: Lysobacter defluvii

°
B

2822368: Lysobacter luteus

225762: Nocardiopsis alkaliphila

3

1343891: Salinimicrobium sediminis

05

B
B

1797: Mycolicibacterium thermoresistibile

5
3
IS

280239: Nocardiopsis chromatogenes

5
>
S

1194090: Alifodinibius roseus

B
IS

2926411 Isoptericola sp. $6320L

3

1852: Saccharomonospora viridis

3

555500: Galbibacter marinus

5

438596: Salinimicrobium xinjiangense

3

579446: Isoptericola chiayiensis

2722702 Salinimicrobium oceani

°
5

1670830: Egicoccus halophilus

5
3

53522: Thermobifida alba

5
B3
S

Genome size (mbp)

Less coverage More coverage

Soil2

d

Bowtie2
Identity to
reference

Kraken reads
assignes
Bowtie2 genome
fraction(%)
Kraken reads
mapped by
Bowtie2 (%)

o ][ e |
(o ][ o=
[ow ][ e
[sa ][ e
[ |[
[ |[ow
[on [ o
[ [ 1=
\ o[ [ s
| i R T B
[ & [= [~
— = R .
[ P o[ [ e
\ P [ s ]
[ & [ [ om [ ww |
[ ] = e [ =]
\ | s [ e [ ]
=
] o |
[ R -
BE s
ety o
o s @@ B
et canome

Reads.
fraction (%) mapped (%)




image3.png
Soil3

o
E_

2 9 9.~

33 8T EE

82 28 Soy

L) o8 =89

Bowtie2 g3 8 ga%

Bowtie2 Identity to L] 3 588

Coverage across genome reference M @ y-a

280239: Nocardiopsis chromatogenes

860221: Georgenia satyanarayanai _ [ kT ==

1852: Saccharomonospora viridis _ [ i [z

930130: Oceanobacillus halophilus _ [ g [z

16726!5:Mesorm‘mb«umxmﬂanqense_ [ ﬂ [z

119000: Halomonas muralis _ [ ﬂj“ [ e

483545: Thermobifida nalato!erans_ [ =2 [

2822368: Lysobacter luteus _ [ d”"] [em

2770505: Candidatus Laterigemmans baculatus _ [ | [
337!55:Acn‘nomadurahallensrs_ [ i [Cmes ]
mm:Pmm.mm,aamman,axyaans_ [ —’”| [T ]
2527875: Isoptericola sp. sm_ [ ,& [ ]
HSZHQ:Lysobactelsponyucula_ [ T [Cma ]
ER——— | e I |

Genome size (mbp) Identity (%)
-

Reads
fraction (%) mapped (%)




image4.png
Bowtie2
Coverage across genome

391738: Lysobacter defluvii

s
s

o5 10 1s 20 25

2907155: Lysobacter sp. GX 14042

00 05

1010: Sphingobacterium mizutaii

°
s
5

4.0

2292082: Pedobacter indicus

°
s

30

2559601 Luteimonas lumbrici

o
s
5

20

293: Brevundimonas diminuta

°
s

30

ysobacter luteus

°
s
°

25

555500 Galbibacter marinus

00 05 10 15 20 25 30

511: Alcaligenes faecalls

3
s

05 10 15 2.0 25 30 35 40

2806021: Altererythrobacter sp. C41

00 05 10 15 20 25 30

2036207: Glutamicibacter sp. V16R281

00 05 10 15 20 25 30

1305674: Parapedobacter pyrenivorans

s
s

10 2.0 30 4.0 5.0

162496: Glutamicibacter creatinolyticus

B

00 05 10 15

usillimonas thiosulfatoxidans

00 05 10 15

1796905: Sphingobacterium humi

°
s
IS
B

316: Stutzerimonas stutzeri

00 10 20

-

hryseobacterium lacus

00 05

860221: Georgenia satyanarayanai

°
s
B3

435289: Lysobacter spongiicola

00

1827501: Mesorhizobium sp. YMIC -6 -2

°
B3

10 20

Y 50
Genome size (mbp)

Less coverage More coverage

Soil4

Bowtie2
Identity to
reference

[ &
[ Al

assigned

@
k]
H
2
€
g
g
M

fraction(%)

1
£
S
e
o
o

~

2
H
°

@

mapped by
Bowtie2 (%)

@
3
H
2
€
g
g
M

—
pe
—
—
e
| Q | 12372 || 15723
[ éj‘ [ aoos ][ 2sees
[ i [T ][ wemz |
Eines
[ [rer [ ]
[ [osr ][ e ]
| | 5939 H 13.203
[ [0 [ eess
[ [sesa ][ a0
Eae
| | 5552 H
En
[ [sae |
[ Ko [ ][ e [ s |

B

e
| WL [ [ e
| I

-
| =

70 8 9 100
Identity (%)

4259

Reads.

58223 25 50 75 255075

Genome Reads
fraction (%) mapped (%)




image5.png
Bowtie2
Coverage across genome

2822368: Lysobacter luteus

05 10 15 2.0 25

ysobacter sp. GX 14042

05 10 15 20 25

1010: Sphingobacterium mizutaii

s
s

4.0

391738: Lysobacter defiuvii

[ 10 15 20 25

2036207: Glutamicibacter sp. V16R281

05 10 15 20 25 30

53429: Nocardia flavorosea

10 20 30 4.0 5.0 60 7.0

162496: Glutamicibacter creatinolyticus

05 10 15 20 25 30

2527875: Isoptericola sp. BMS4

2559601 Luteimonas lumbrici

20

43677: Promicromonospora citrea

|

10 20 30 4.0

630514: Microbacterium agarici

30

5

2806021: Altererythrobacter sp. C41

°
5

30

37328: Nocardia camea

7.0

5
5
-
5

629679: Promicromonospora umidemergens

B

60

459472: Planococcus glaciei

05 10 15 20 25 30 35

2292082: Pedobacter indicus

05 10 15 20 25 30

860221: Georgenia satyanarayanai

05 10 15 20 25 30

119000: Halomonas muralis

05 10 15 20 25 30 35 4.0

2082392: Devosia naphthalenivorans

05 10 15 20 25 30 35 40

2028345: pusillimonas thiosulfatoxidans

[ )

25 30 3

Genome size (mbp)

Less coverage More coverage

Soil5

Bowtie2
Identity to
reference

i)

ned

Kraken reads

Bowtie2 genome
fraction(%)

Kraken reads
mapped by
Bowtie2 (%)

71.601

[ EEEEE -
[ i [ [ e | R
\ i I T T o
\ i R T | T e |
\ ] AT | I
\ TR [ =]
[ £ N | X
o
[ i R I D
T ure |[ 23
[ &j [ [ ess
\ T I
o
-

fraction (%)

Reads
mapped (%)




image6.png
Bowtie2
Coverage across genome

2865833: Pseudonocardia sp. DSM 110487

00

o
S
s

1298857: Solirubrobacter sp. URHDO082

°
s
>

882449: Pseudonocardia cypriaca

°
s
s

191495: Conexibacter woesei

00

5
S

2653851: Rubrobacter tropicus

00

1128676: Pseudonocardia hierapolitana

°
g
-
s
o

2282478: Solirubrobacter sp. CPCC 204708

3
B3

00

2884022: Capillimicrobium parvum

00

3

49319: Rubrobacter xylanophilus

°
g
°
s

166793: Solirubrobacter pauli

°
g
B3

60

2812560: Conexibacter sp. SYSU D00693

00 05 10 15 20 25 30 35 40

2653852: Rubrobacter marinus

°
s

05 10 15 20 25 30 35 40

1002870: Gaiella occulta

°
s

05 10 15 2.0 25 3

912552: Conexibacter arvalis

00 10 20 30 4.0 5.0

2949664: Paraconexibacter sp. 02~ 257

00 10 20 30 4.0 5.0

1768010: Actinophytocola algeriensis

°
s
5
S
s

80

1872709: Allorhizocola rhizosphaerae

00 10 20 30 40 50 60 7.0 80

2559608: Blastococcus sp. CT GayMR19

00 10 20 30 4.0

496014: Baekduia soli

°
g

10 20 30 40 50

1708749: Tenggerimyces flavus

00 10 20 30 4.0 50 60 7.0 80
Genome size (mbp)

Less coverage More coverage

Soil6

Bowtie2
Identity to
reference

3
i
i
i
s
L
i
£

Bowtie2 genome
fraction(%)
Kraken reads
mapped by
Bowtie2 (%)

e
[ e [z ][ 2o ][ mees |
[ =il N -~
57757
[ i [[asoss ][ oo ][ 4o |
e
[ i [z [ awe ][ mom |
5
| o) IO B | I
[ i [amsos [ 20 ][ ewss |
3z
[ 45 [[ems ][ 2w ][ es ]
55759
[ i [ ][ es [ e |
| i) [[woae ][ ama ][ wan ]
75
[ i [Cssea [[ a3 ][ ewse |
53759
[ i [[msess ][ vese [ san |
[ E‘ [[mor ][ a2 ][ ess ]
| i [[mer ][ eesr ][ se= ]
[ i [omo ][ omaa [ asss |
755
—- o
= I [
| i | 9320 | [ 02
5575
[ i | [[os ][ ows [ s |
NIRRT
70 % s 100
dentity (%)
se1 &9 20 40 % 50 75
Reads Genome

Reads
fraction (%) ~ mapped (%)




