	Tool
	Range
	Predictive threshold

	ClinPred
	0-1
	>0.5

	MetaRNN
	
	>0.5

	BayesDel_addAF
	-1.11707-0.750927
	>0.0692655

	REVEL
	0-1
	>0.5

	CADD
	0-50+
	>20

	AlphaMissense
	0-1
	Pathogenic (>=0.564-1), Ambiguous (0.34-0.56), Benign (<0.34)

	MutPred
	0-1
	>0.5

	PolyPhen2
	0-1
	>0.5

	MutationAssessor
	-5.17-6.49
	High (>3.5), Medium (1.935-3.5). We used >=1.935 (to cater for both medium and high

	MutationTaster_rankscore
	
	>0.31733

	SIFT
	0-1
	<0.05

	Splice AI (If any of these:
SpliceAI_pred_DS_AG, SpliceAI_pred_DS_AL, SpliceAI_pred_DS_DG, SpliceAI_pred_DS_DG
	0-1
	>0.2



