A . Putative cleavage sites of activated caspases during monocytes differentiation

- Cleavage sites of activated caspases during apoptotic processes

antibody recognition site
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Caspases cleave p47 PHOX at
KWQD34 and/or KWFD®2 to generate
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Caspases cleave Beclin-1 at NKFD3¢ to
generate a ~45 Kda fragment

a ~38 Kda fragment
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VRLYAVVTREEPIYIITEYMAKGSLLDFLKSD
EGGKVLLPKLIDFSAQIAEGMAYIERKNYIHR
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Caspases cleave Lyn at NCPD*° to generate
~51 Kda fragment

MEDSMDMDMSPLRPQNYLF
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EHQLSLRTVSLGAGAKDELH
IVEAEAMNYEGSPIKVTLATL
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Caspases cleave NPM at
NGKD?2'3 to generate ~30Kda

fragment
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Relative expression
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Total number of genes : 15711
Number of up-regulated genes : 96
Number of down-regulated genes : 122
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