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A Putative cleavage sites of activated caspases during monocytes differentiation

Cleavage sites of activated caspases during apoptotic processes

antibody recognition site

MGDTFIRHIALLGFEKRFVPSQHYV

YMFLVKWQDLSEKVVYRRFTEIYE

FHKTLKEMFPIEAGAINPENRIIPHL

PAPKWFDGQRAAENRQGTLTEYC

STLMSLPTKISRCPHLLDFFKVRPD

DLKLPTDNQTKKPETYLMPKDGKS

TATDITGPIILQTYRAIANYEKTSGS

EMALSTGDVVEVVEKSESGWWFC

QMKAKRGWIPASFLEPLDSPDETE

DPEPNYAGEPYVAIKAYTAVEGDE

VSLLEGEAVEVIHKLLDGWWVIRKD

DVTGYFPSMYLQKSGQDVSQAQR

QIKRGAPPRRSSIRNAHSIHQRSRK

RLSQDAYRRNSVRFLQQRRRQAR

PGPQSPGSPLEEERQTQRSKPQP

AVPPRPSADLILNRCSESTKRKLAS

AV

Caspases cleave p47 PHOX at

KWQD34 and/or KWFD82 to generate

a ~38 Kda fragment

MEGSKTSNNSTMQVSFVCQRCSQPLKL

DTSFKILDRVTIQELTAPLLTTAQAKPGE

TQEEETNSGEEPFIETPRQDGVSRRFIP

PARMMSTESANSFTLIGEASDGGTMEN

LSRRLKVTGDLFDIMSGQTDVDHPLCEE

CTDTLLDQLDTQLNVTENECQNYKRCLE

ILEQMNEDDSEQLQMELKELALEEERLI

QELEDVEKNRKIVAENLEKVQAEAERLD

QEEAQYQREYSEFKRQQLELDDELKSV

ENQMRYAQTQLDKLKKTNVFNATFHIW

HSGQFGTINNFRLGRLPSVPVEWNEINA

AWGQTVLLLHALANKMGLKFQRYRLVP

YGNHSYLESLTDKSKELPLYCSGGLRFF

WDNKFDHAMVAFLDCVQQFKEEVEKGE

TRFCLPYRMDVEKGKIEDTGGSGGSYSI

KTQFNSEEQWTKALKFMLTNLKWGLAW

VSSQFYNK

Caspases cleave Beclin-1 at NKFD366 to

generate a ~45 Kda fragment

MGCIKSKGKDSLSDDGVDLKTQPVRNTERT

IYVRDPTSNKQQRPVPESQLLPGQRFQTKD

PEEQGDIVVALYPYDGIHPDDLSFKKGEKM

KVLEEHGEWWKAKSLLTKKEGFIPSNYVAK

LNTLETEEWFFKDITRKDAERQLLAPGNSA

GAFLIRESETLKGSFSLSVRDFDPVHGDVIK

HYKIRSLDNGGYYISPRITFPCISDMIKHYQK

QADGLCRRLEKACISPKPQKPWDKDAWEIP

RESIKLVKRLGAGQFGEVWMGYYNNSTKV

AVKTLKPGTMSVQAFLEEANLMKTLQHDKL

VRLYAVVTREEPIYIITEYMAKGSLLDFLKSD

EGGKVLLPKLIDFSAQIAEGMAYIERKNYIHR

DLRAANVLVSESLMCKIADFGLARVIEDNEY

TAREGAKFPIKWTAPEAINFGCFTIKSDVWS

FGILLYEIVTYGKIPYPGRTNADVMTALSQG

YRMPRVENCPDELYDIMKMCWKEKAEERP

TFDYLQSVLDDFYTATEGQYQQQP

Caspases cleave Lyn at NCPD470 to generate

~51 Kda fragment

MEDSMDMDMSPLRPQNYLF

GCELKADKDYHFKVDNDEN

EHQLSLRTVSLGAGAKDELH

IVEAEAMNYEGSPIKVTLATL

KMSVQPTVSLGGFEITPPVV

LRLKCGSGPVHISGQHLVAV

EEDAESEDEEEEDVKLLSIS

GKRSAPGGGSKVPQKKVKL

AADEDDDDDDEEDDDEDDD

DDDFDDEEAEEKAPVKKSIR

DTPAKNAQKSNQNGKDSKP

SSTPRSKGQESFKKQEKTPK

TPKGPSSVEDIKAKMQASIE

KGGSLPKVEAKFINYVKNCF

RMTDQEAIQDLWQWRKSL

Caspases cleave NPM at

NGKD213 to generate ~30Kda

fragment
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