Supplementary Figures
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Supplementary.Figure.1 PCA analysis of the EC (blue) and NC (orange) groups in 16s rRNA-seq.
[image: ]
Supplementary.Figure.2 a-f) Heatmaps displaying the expression levels of Phylum (a), Class (b), Order (c), Family (d), Genus (e) and Species (f) of the EC (blue) and NC (orange) groups in 16s rRNA-seq.
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Supplementary.Figure.3 PCA analysis of the EC (blue) and NCF (green) groups in 16s rRNA-seq.
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Supplementary.Figure.4 a-f) Heatmaps displaying the expression levels of Phylum (a), Class (b), Order (c), Family (d), Genus (e) and Species (f) of the EC (blue) and NCF (green) groups in 16s rRNA-seq.
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Supplementary.Figure.5 a-b) GO Cellular Component (CC) (a) and GO Molecular Function (MF) (b) enrichment analysis of the EC relative to the NC group.
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Supplementary.Figure.6 a-b) GO Cellular Component (CC) (a) and GO Molecular Function (MF) (b) enrichment analysis of the EC relative to the NC group in the GEO database.
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Supplementary.Figure.7 a-b) GO Cellular Component (CC) (a) and GO Molecular Function (MF) (b) enrichment analysis of the EE relative to the EC group.
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Supplementary.Figure.8 a-b) GO Cellular Component (CC) (a) and GO Molecular Function (MF) (b) enrichment analysis of the EE relative to the NC group.
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Supplementary.Figure.9 a-c) GSEA enrichment analysis of angiogenesis (a), acute inflammatory response (b) and adhesion PI3K-AKT-mTOR signaling pathway (c) between the EE and NC groups.
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Supplementary.Figure.10 Representative fluorescence images of the endometrium (n=3) with MPO (violet), Ly6G (green), and DAPI (blue) (bar = 50 μm).
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Supplementary.Figure.11 Representative white-light images of the endometrium (n=3) with CD31 (bar = 50 μm).
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Supplementary.Figure.12 Representative white-light images of the endometrium (n=3) with vimentin (bar = 50 μm).
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Supplementary.Figure.13 Representative white-light images of the endometrium (n=3) with p-AKT (bar = 50 μm).
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Supplementary.Figure.14 Representative white-light images of the endometrium (n=3) with p-mTPR (bar = 50 μm).

image5.png
R N
Counts





image6.png
-logpvalve)

-logudpvalue)
100 :
7 N
o .





image7.png
spor fagotum.
asonamal ettt

GaBA-oge
basoteral pasma mmtrane-

T 70 3 0 50 6o
ints

logig(pralue)
@

3888

oo sy
gand-gated ionchanne aciy invovedin o potnca
rceptrgan sty

ONABigng

~gated Joncranne actty ot in o potncar

o

T & a0 4%

~logio(pvalue)
«




image8.png
pasma monbran-

opoplasn.
oxtacetiar regon

otacetua space-

ot surac-

cotagen-contaning etaclar matx
Gutamatrgc syapse-

neuranacilbody
apclplasma memiano:
extaconar manix

peruciar oo yopas-
‘otemal s ofpasma mariane-

-logig(pralue)

o s 750 100 130
Counts

logig(pralue)




image9.png
a b c

Enrichment plot: GOBP_ANGIOGENESIS

Enrichment plot:

Enichment piat
GOBP_ACUTE_INFLAMMATORY_RESPONSE WP_FOCAL_ADHESION_ PISKAKTMTOR_SIGNALING_PA

- THWAY

o

% oo

LAY

(ML L

R | L





image10.tiff




image11.tiff




image12.jpeg




image13.jpeg




image14.tiff




image1.png
PC2(23%)

PCA Score Plot

a0

20

20

-40

20
PC1(25%)

Group





image2.png
';—mmou Y880
Chiorofiexcta

bDependentiae
pElusimicrobiota
p_Desulobactercts

S atectard

PMyxococcota A

v—besulmmema L osaa
—patesci

lomirabiiots

BSmergi
b Simpabaceots.A
pBacteroot

PAcdobacteriota

O Gastranacrophilaies.
gcllseiales
oZUBA

L ied
| oThermoactinomycetales_367866
| oTmacilbles D

o=Chitinaphagales
o~ Stphocaeenis

—Feeudomonadates A_660875
SRnizoblales SOSIO1
Mycobacterales
—Dehalobacteriaies
Laconaciiaies

o Actinomycetate
oEnterabacterales 737866
o—gacilses & 30607

Gemmige

g Agatho
o mﬂmrnnelhicmA 155507
5 Enterociste

S Hormmmerdcola
GParasunereila 564865
et
e
W iee

osel
S —Faccalivacuiom
s Huribacim

S pgatnovacter 164117

nﬂm\m’;mmm 3
3 ore:
SCachnaspira

ey
s
g_l(cmnmhmnwli

Gammaproteobacteria
Yo

ER AR
—Bacily AL

Dehalobacteria
Peptococcia, 369891

——
Camphibacilaceae
undtsiied

Coprobacinceae
Eahertrhatese
Eggertneinceas
Campylobacteraceae
hciostinococcaccas
Chchalbaceacess

ssphaeracese
rellaceae

reptococcaceae 256521
{Anaerotignaceae
Anstacellaceae

;‘\:\m‘amxspnnumsﬂs
$Alsipes A 871400 onderdon
Akkermansia mucinphila. 0. 776786
epagella 59900547755
aradacterides © 862066 dtasoric
Aramuribaculum 2000431155
ella 5p000433535.

3020
S Rloprevoteia sp003633955
Prevotela pectiovora
Prascolrcisbacierum A 40086 faecum

SBatierides.i 85735 etaiotaomicron





image3.png
PC2(22%)

PCA Score Plot

20

20

3 20
PC1(41.4%)

Group





image4.png
retycet
A
2

—Hcthytomiraviia

<—glusmicrobla 984204
-—Peptococcia_369891

3 synergistia
<

b= Cyanobacteriots Yichamibacteria

—Campyiobacterota A ycete

Desu ta 8 Fusobac

< Gimmapmtzobuaer\a

acterol
13 c c\osmd\aszssdaa
B Fusonacicriots

p_Pseudomonadota
p_Bacillota A 368345
pBacteroidota
pBacillota
p_Verrucoriicrobiota
T Actinomycetota

p_Deferrbacterota

<Campylobacteria
<Vampirovibrionia

-
B
o—Rhodobacterales
o,
S
e o
s T
I_Eurkholdenaceae A 595421
o
—Lactobacillaceae
_UBAG60.

(Anaerotignacea

licobacteraceae

Tannereliaceae

Rikencliaceae

Enterobacteriaceas A 725029
2000

Besovbronaceae
Ervsipelotrichaceae
Ruminococcaceae

{Burkholderiaceae A 595427
(Fusobacteriacea”
Muribaculaceae.
CAG 508
{Acidaminococcaceae
{Coriobacteriacese
(Hegasphacracese
highobiacene
Aermansiaceae

Marinilabiliaceae
(—Anaerovoracaceae
unciassihed
—Amphibacilaceae
{Butyricicoccaceae
Peplostreptococcaceae 256921
{Dialisteraceae
S Mycobacteriales if
o —Gastranaerophiales
Christensendliaies g
o—Campyiobacteraies —Copropaciiscose
Enterococcaceae

oscilospraceae 85309
Eggerialacess

Group
o Lactobacillus
paramuripaculum
o puncaniels

Mediterraneibacter_A 155507
5 Rioprevatela
Lawsonibacter

X001

Aloprevorala 5p003935355
et spooos31155
—prevotella pectinovoro

rea A longicatens
= Hommmeraion aceti

< tkermonsia mciionia.5_776786
P RSermeai A mabates
hhocsekon A e

g Agathobacter 164117
S Hominmericola
s Anserostes

el

ifed
Gemmiger A 73129

gm.m. R a7

i Taciobaciis b

S lelbacterium S Bacteraes-1 837956 thetaiotaomicron

o





