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PPARG Promoter Analysis
	Gene
	PPARG Binding Position (bp)
	Relative to TSS
	p-value
	Adjacent Elements
	Biological Implication

	MT3
	–464
	Upstream
	0.001
	—
	PPARG may activate MT3 in lipid stress

	MT2A
	–465
	Upstream
	0.001
	—
	PPARG may coordinate MT2A induction

	MT1A
	–790
	Upstream
	0.001
	—
	More distal regulation; still relevant

	CD177
	–909, –612
	Upstream
	0.001
	GC box, CCAAT box
	likely lipid regulation

	MAPK1
	–609
	Upstream
	0.001
	GC box
	Lipid-responsive + constitutive regulation via Sp1

	MAPK14
	–846
	Upstream
	0.001
	Initiator element (Inr)
	May be regulated in a PPARG-dependent, TATA-less manner

		FFAR3





	



	



		–865, 
–651



	Upstream
		0.001



	CCAAT box, GC box (near –651)
	Strong lipid regulation potential; FFAR3 is a known fatty acid sensor



Promoter analysis revealed PPARG binding motifs within the transcription start sites of all three metallothioneins, both MAPKs, FFAR3 and CD177 further supporting the idea that PPARG may orchestrate a broader cellular response involving both inflammatory and detoxification pathways in the context of lipid dysregulation.

