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Figure captions
Supplementary Fig. S1. In vitro compatibility test of 4 Bacillus: (A) B. mycoides vs B. pseudomycoides. (B) B. mycoides vs B. subtilis. (C) B. mycoides vs B. velezensis. (D) B. velezensis vs B. pseudomycoides. (E) B. velezensis vs B. subtilis. (F) B. subtilis vs B. pseudomycoides. Scale bar, 1cm.
Supplementary Fig. S2. PCA statistical analysis of transcriptome of Coptis chinensis roots under different treatments.
Supplementary Fig. S3. Pathways related to disease resistance and the expression levels of key genes. (A) MAPK signaling pathway and plant-pathogen interaction pathway. (B) Plant hormone signal transduction pathway.
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Supplementary Fig. S1. In vitro compatibility test of 4 Bacillus. (A) B. mycoides vs B. pseudomycoides. (B) B. mycoides vs B. subtilis. (C) B. mycoides vs B. velezensis. (D) B. velezensis vs B. pseudomycoides. (E) B. velezensis vs B. subtilis. (F) B. subtilis vs B. pseudomycoides. Scale bar, 1cm.
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Supplementary Fig. S2. PCA statistical analysis of transcriptome of Coptis chinensis roots under different treatments.




[image: 关键基因通路-3-4组_01(1)]
Supplementary Fig. S3. Pathways related to disease resistance and the expression levels of key genes. (A) MAPK signaling pathway and plant-pathogen interaction pathway. (B) Plant hormone signal transduction pathway.
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