
GWAS of serum PFHpA accumulation in total sample (n = 6,131)a
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GWAS of serum PFHpA accumulation in total sample, 
additionally controlling for other nine covariants (n = 3,350)

f

Chromosome

-lo
g1

0 
(P

 v
al

ue
)

Expected -log10 (P value)

 O
bs

er
ve

d 
-lo

g1
0 

(P
 v

al
ue

)

c e

n = 4,708

n = 4,708

Nu
m

be
ro

fp
ar

tic
ip

an
ts

Nu
m

be
ro

fp
ar

tic
ip

an
ts

Log2 transformation of raw PFHpA concentration
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P = 3.85E-9

b d Raw PFHpA concentration 
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