Supplementary Figure 1

A B
Molecular Function # Genes Cellular components  # Genes -Log(p-value)
Protein binding 380 Extracellular matrix 46 13.37030743
Identical protein binding 149 Endoplasmic reticulum 119 11.63364751
Calcium ion binding 55 Secreted 142 9.498919687
Calcium dependent protein binding 10 Cytoplasm 325 6.852505727
Cytokine activity 25 Golgi apparatus 79 6.154089445
Basement membrane 11 4.832604046
Cytoskeleton 93 3.526508111
Cell junction 35 2.88253391
C D

Ligands Receptors

Ccl4 Ackr2, Ccr3, Ccr8
S100a8 Tir4

C1ga  Cd93, Cr1l, Cspg4, Corin

m
M

- P1 sham CM - P1 sham EC

S 1200- 5 3200- o
£ ° £

£ L) £

= 10004 5 {.
o Q.

p o 2400 °
S 8001 g

o o

o )

T>) 600 °® T>, 1600+

2 ]

c c

S 4001 §

n [’

2 2 8007

E 200- E

[}] m [}]

AN _ I .. n : S ol on apan ! | T an g
(U] (O]

TIr4 Ackr2 Ccr3 Ccr8 Cd93 Cr1l Cspg4 Corin Tir4 Ackr2 Ccr3 Ccr8 Cd93 Cr1l Cspg4 Corin

G H
P1MI, fibroblasts P1MI, Immune cells
I 2dps 2dps R 2dps 2dps
N P1MI Sham o P1MI Sham
Ccl4 Ccl4
S$100a8 S$100a8

C1ga C1ga



Supplementary Figure 2
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Supplementary Figure 3
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ASupplementary Figure 4
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Supplementary Figure 5
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Cluster 1
(Blue)

2610002MO6Rik, Acyp2, Adamts|3, Adsl, Akirin1, Amn1, Arl6ip5, Arl6ip6, Bcl2, Bin3, Birc3, C1qa,
Ccl4, Cdkn1c, Cdr2, Cep76, Cggbp1, Chac2, Ckmt1, Cmtr2, Cript, Crk, Cstb, Cxcl10, Dbi,
Dusp12, Eif2s2, Emc7, F3, Fam135a, Fam161b, Fam192a, Fam221a, Fhit, Gefc2, GIrx, Haus2,
Hnrnpk, Hprt, Inip, Iqcb1, Lrrc40, Mafb, Mcrip2, Mindy3, Mthfd1l, Mtin, Nhej1, Nit1, Nol3,
Pcdhb18, Plagl2, Plpbp, Poc5, Ppig, Ppwd1, Prdx1, Prrc2c, Ptges3l, Rbm3, Rbm4, Rheb, Rnf149,
Rnft1, S100a8, Saa3, Scyl3, Sertad4, Setx, Sf3b6, Sh3bp5l, Snrpb2, Srsf3, Srsf6, Strap, Tasor2,
Thoc1, Tir2, Tmed4, Tmem17, Tmem216, Tmem263, Tmx3, Tomm40l, Traf5, Trpc1, Trpc2, Txnl1,
Wdr53, Wdyhv1, Zbtb6, Zfp667, Zfp719, Zfp770, Zfp787, Zfp93, Zfp958, Zmat1, Zscan29

Cluster 2
(Red)

0610030E20Rik, 1110059E24Ri, 2610008E 11Rik, 4933428G20Rik, Aasdhppt, Acvr2a, Alg14,
Alg6, Ankrd24, Apc, Apip, Arf4, Asb12, B3gnt2, Bet1, Birc5, Btbd10, Cables1, Carnmt1, Cenpl,
Cenpg, Cldn12, Cog5, Commd5, Cops3, Det1, Dnajb9, Dnajc1, Dynlt3, Eda2r, Eif1a, Eif3e,
Fastkd2, Gaa, Gabarapl1, GarnlI3, Gas2I3, Gee2, Gen1, Gm49336, Gm5148, Hat1, Hspa13, Hit,
Jkamp, Kif6, Larp4, Lix1, Lzic, Mad2I1, Magi2, Mmd, Mrnip, Mrpl2, Mrpl21, Mterf3, Ncapd3, Nifk,
Nmd3, Nop10, Nsun6, Nudt18, Nxpe3, Ola1, Orc6, Osmr, Pdhx, Phkg2, Phlda1, Pi4k2b, Plekha2,
Pno1, Polrte, Ppcdc, Ppp1cb, Prkn, Ptges3, Ptp4a1, Rab39b, Rab9, Ranbp2, Rbis, Rpl13,
Rpp14, Rpp40, Rps24, Rps25, Rrp8, Sacm1l, Septin7, Serinc1, Serp1, Sh3bgrl, Smc4, Spata13,
Spata9, Spon1, Ssr3, Stard6, Syt3, Taf1d, Tm2d1, Tma7, Tmem170b, Tmem30a, Tmem60,
Tpd5212, Trip4, Tspan3, Tstd2,, Ttc14, Ube2b, Ube2e3, Ube2g1, Ubr7, Utp20, Uvssa, Vamp3,
Washc4, Wdrd, Whamm, Yif1a, Yipf5, Zfp202, Zfp558, Zfp566, Zfp874b, Znhit3, Znrd1

Cluster 2
(Green)

A130010J15Rik, AB30018L16Rik, Abhd17b, Acaca, Acsl4, Adcy1, Agmat, Agps, Alkbh7, Ankrd12,
Ap1s2, Apoo, Arhgap36, Armex3, Amtl, Azin1, Bdp1, Bores7, Cedc32, Cebpzos, Cersd, Chehdd,
Chpt1, Cmtm?7, Col4a3, Cog10b, Cp, Crtc1, Cyp20at, Cyp51, D11Wsu47e, Dck, Dhx57, E4f1,
Ebag, Eiffax, Faap20, Fads2, Fah, Fbxi3, Foxw2, Fdft1, Fundc2, Gpaaf, Gsef, Gtf2a2, Gxylt1,
Hacl1, Hapin1, Hectd2, Hmgcs1, Hscb, Id2, Idif, Insig1, Iqeg, Jrkl, Kmt2a, Lekr, Lgi3, Lyplal,
Med21, Med31, Mettl4, Mrpl14, Mrpl32, Mrpi35, Mrs2, Msmo1, Nadk2, Ndufaf4, Ndufb4, Nsdhl,
Nudcd1, Nuded2, Oxsm, Pafah1b2, Pafah2, Papss2, Peyt2, Pdiim7, Pdss1, Pex7, Pgd, Pgms,
Psd3, Pstk, Rfk, Rida, Rnf26, Ril8c, Scbd, Selenok, Selenot, Sfxnd, Sic25a14, Slc31a2, Sic36ad,
Slc7at1, Snhgd, Sprydd, Spissa, Taf7, Tbc1dsb, Tbea, Tbee, Tbpl1, Tdrp, Thipa, Timmgat,
Timmdc1, Tomms, Txn1, Uty, Vbp1, Zfp369, Zfp655, Zip825, Zfp869, Zfyve21

Cluster 1 Apc, Arf4, Bel2, Bdp1, Birc3, Btbd10, C1qa, Ccl4, Cp, Cxcl10, Cyp20a1, Dnajb9, Gxylt1, Htt, 1d2,

(Green) Mafb, Nudt18, Ola1, Osmr, Papss2, Pi4k2b, Plekha2, Ppig, Prrc2c, Ptges3, S100a8, Saa3,
Sh3bgrl, Sic7a11, TIr2, Tmem263, Txn1, Uvssa, Yipf5

Cluster 2 Acsl4, Adcy1, Agps, Cdr2, Cstb, Emc7, Gabarapl1, Hectd2, Hnrnpk, Nudcd1, Nudcd2, Nxpe3,

(Red) Orc6, Pafah1b2, Pdlim7, Pgd, Pgm3, Rbm3, Rnf149, Rnft1, Serp1, Sic36a4, Spata13, Ssr3,
Strap, Taf1d, Tbc1d8b, Thoc1, Ttc14, Txnl1, Zfp719

Cluster 3 B3gnt2, Dnajc1, Dynlt3, Eif1a, Eif2s2, Hspa13, Med21, Mthfd1l, Nifk, Phida1, Pno1, Ranbp2,
(Blue) Rnf26, Rpl13, Rrp8, Snrpb2, Tmem216, Utp20, Wdr4

30 *

N
o
1

[ ]

TIr2 exrpession in CM
° =
1
1 -




	Page 1
	Page 2
	Page 3
	Page 4
	Page 5
	Page 6
	Page 7
	Page 8
	Page 9
	Page 10
	Page 11
	Page 12
	Page 13
	Page 14
	Page 15
	Page 16



