
PCA1
PCA2

PCA3
PCA4

PCA5
PCA6

PCA7

Metarhizium humberi ESALQ1638 (Cluster 143, score: 9.338)
JACEFI010000060.1:9372-18129
Viridothelium virens Tuck. ex Michener (Cluster 57, score: 13.398)
ML991835.1:116416-129223
Metarhizium anisopliae ARSEF 549 (Cluster 23, score: 13.463)
AZNF01000002.1:977671-990285
Metarhizium robertsii ARSEF 23 (Cluster 30, score: 13.462)
NW_011942171.1:4163472-4176177
Trichoderma harzianum CBS 226.95 (Cluster 1, score: 13.582)
NW_020209271.1:272780-286312
Trichoderma harzianum PAR3 (Cluster 5, score: 10.51)
JAOPFW010000019.1:93452-106915
Trichoderma simmonsii GH-Sj1 (Cluster 11, score: 14.616)
CP075867.1:123527-136754
Trichoderma semiorbis FJ059 (Cluster 9, score: 14.553)
CM034698.1:185009-198218
Trichoderma guizhouense NJAU 4742 (Cluster 7, score: 13.52)
LVVK01000015.1:112076-125320
Trichoderma lentiforme CFAM-422 (Cluster 8, score: 13.524)
QLNT01000007.1:1605576-1618839
Trichoderma harzianum T6776 (Cluster 6, score: 13.465)
JOKZ01000041.1:68396-81687
Trichoderma virens Gv29-8 (Cluster 20, score: 13.472)
CP071113.1:140344-153155
Trichoderma gamsii T6085 (Cluster 16, score: 8.335)
NW_020171343.1:448252-461551
Trichoderma gamsii A5MH (Cluster 15, score: 10.412)
MTYH01000051.1:225159-236474
Talaromyces islandicus (Cluster 33, score: 7.318)
CVMT01000001.1:787078-797061
Colletotrichum siamense Cg363 (Cluster 106, score: 5.114)
NW_023501023.1:2737152-2741700
Gaeumannomyces tritici R3-111a-1 (Cluster 179, score: 5.124)
NW_008804548.1:220418-224826
Pyricularia oryzae 70-15 (Cluster 246, score: 5.118)
NC_017853.1:861574-875685
Pyricularia grisea D15/s37 (Cluster 245, score: 5.118)
JABSND010000063.1:53914-67872
Pyricularia sp. CBS 133598 NI919 (Cluster 236, score: 5.118)
RRCJ01000014.1:92351-99234
Pyricularia grisea NI907 (Cluster 240, score: 5.118)
NC_044974.1:606377-616182
Pyricularia pennisetigena Br36 (Cluster 313, score: 5.118)
NC_043744.1:3611637-3618765
Alyxoria varia (Cluster 99, score: 5.184)
JAPETI010000032.1:237214-247409
Periconia macrospinosa DSE2036 (Cluster 78, score: 5.147)
KZ805355.1:49293-53419
Colletotrichum plurivorum LFN00145 (Cluster 133, score: 5.133)
WIGO01000106.1:110049-114525
Colletotrichum sojae LFN0009 (Cluster 135, score: 5.134)
WIGN01000043.1:107960-112455
Colletotrichum musicola LFN0074 (Cluster 134, score: 5.137)
WIGM01000223.1:11649-16106
Coniochaeta sp. 2T2.1 (Cluster 210, score: 5.124)
VSMA01000051.1:135457-139949
Diaporthe ampelina (Cluster 224, score: 5.143)
LCUC01000007.1:87714-92330
Pseudogymnoascus sp. 05NY08 (Cluster 49, score: 4.14)
KV458829.1:185483-189870
Pseudogymnoascus sp. VKM F-4517 (FW-2822) (Cluster 54, score: 4.142)
JPKA01001150.1:11778-19138
Colletotrichum fructicola CfS4 (Cluster 119, score: 5.134)
QPMV01000156.1:38632-43173
Colletotrichum chrysophilum M932 (Cluster 123, score: 5.134)
JAQOWY010000067.1:61340-65880
Colletotrichum gloeosporioides Cg-14 (Cluster 108, score: 5.127)
AMYD01000313.1:10438-14788
Colletotrichum aenigma Cg56 (Cluster 121, score: 5.134)
NW_023500916.1:1351160-1355701
Colletotrichum asianum ICMP 18580 (Cluster 100, score: 5.134)
WOWK01000006.1:547314-551862
Colletotrichum viniferum CGW01 (Cluster 129, score: 5.134)
QPMQ01000142.1:91464-96007
Colletotrichum siamense CAD4 (Cluster 102, score: 5.12)
QPMS01000036.1:276288-280832
Colletotrichum noveboracense (Cluster 128, score: 5.131)
CAMGZC010000371.1:20587-25136
Colletotrichum karsti CkLH20 (Cluster 124, score: 5.135)
NW_024065915.1:519349-528277
Hymenoscyphus fraxineus (Cluster 76, score: 5.131)
CAJVRL010000095.1:43346-48541
Rhynchosporium agropyri 04CH-RAC-A.6.1 (Cluster 72, score: 5.13)
FJUX01000009.1:330910-335266
Rhynchosporium commune UK7 (Cluster 68, score: 5.13)
FJUW01000004.1:3243775-3248128
Rhynchosporium secalis 02CH4-6a.1 (Cluster 73, score: 5.13)
FJVC01000331.1:45908-50269
Cadophora sp. DSE1049 (Cluster 70, score: 5.136)
KZ804116.1:368480-372792
Cadophora sp. M221 (Cluster 71, score: 5.135)
JAFJYG010000020.1:99986-104287
Leptodontidium sp. MPI-SDFR-AT-0119 (Cluster 153, score: 5.136)
JAHLEZ010000019.1:305952-310262
Leptodontidium sp. 2 PMI_412 (Cluster 155, score: 5.131)
MU270386.1:110661-114971
Rhexocercosporidium sp. MPI-PUGE-AT-0058 (Cluster 67, score: 5.134)
JAGTJL010000021.1:894545-899679
Drepanopeziza brunnea f. sp. 'monogermtubi' Ptom1 (Cluster 145, score: 5.129)
JAKCWN010000012.1:374322-380115
Leotiomycetes sp. MPI-SDFR-AT-0126 (Cluster 74, score: 5.134)
JAGMVK010000014.1:631034-635290
Cadophora gregata (Cluster 156, score: 5.134)
NW_026695937.1:703846-708086
Cadophora gregata f. sp. sojae (Cluster 158, score: 5.134)
JASTTD010000015.1:1023079-1027319
Cadophora malorum M34 (Cluster 77, score: 5.135)
JAFJYH010000050.1:84483-88741
Drepanopeziza brunnea f. sp. 'multigermtubi' 214-2 (Cluster 182, score: 5.127)
JAKKER010000006.1:412083-418699
Colletotrichum sidae CBS 518.97 (Cluster 127, score: 5.141)
QAPF01000157.1:1-5499
Colletotrichum tofieldiae MAFF 712333 (Cluster 141, score: 5.157)
BQXV01000007.1:1547317-1554602
Lophiotrema nucula CBS 627.86 (Cluster 59, score: 5.165)
ML977314.1:5652-11335
Hymenoscyphus varicosporioides PMI_453 (Cluster 91, score: 5.169)
JAJTIW010000033.1:106096-111980
Microdochium trichocladiopsis MPI-CAGE-CH-0230 (Cluster 136, score: 4.172)
NW_025763550.1:58229-64639
Colletotrichum sublineola TX430BB (Cluster 203, score: 7.177)
JMSE01001089.1:12235-20242
Coniochaeta sp. 2T2.1 (Cluster 211, score: 7.162)
VSMA01000054.1:190195-196329
Diplocarpon rosae DortE4 (Cluster 150, score: 7.171)
MVNX01000136.1:56237-64527
Diplocarpon mali PGHB (Cluster 159, score: 7.18)
JAENRP010000017.1:119279-129368
Marssonina coronariae NL1 (Cluster 160, score: 7.183)
MZNU01000291.1:41088-51202
Echria macrotheca PSN4 (Cluster 229, score: 7.203)
MU839832.1:1026069-1032106
Colletotrichum falcatum MAFF306170 (Cluster 207, score: 7.201)
MU845289.1:5306-13015
Colletotrichum cereale CBS 129662 (Cluster 201, score: 7.204)
MU840427.1:12877-20439
Colletotrichum somersetense CBS 131599 (Cluster 199, score: 7.203)
MU843549.1:30288-38060
Colletotrichum caudatum CBS 131602 (Cluster 200, score: 7.201)
MU846034.1:146301-154284
Colletotrichum eremochloae CBS 129661 (Cluster 208, score: 7.206)
MU844496.1:32302-40018
Colletotrichum tofieldiae 0861 (Cluster 139, score: 7.204)
LFIV01000257.1:3416-10801
Colletotrichum navitas CBS 125086 (Cluster 204, score: 7.207)
JAHLJV010000042.1:224051-231917
Colletotrichum sublineola S3.001 (Cluster 202, score: 7.207)
MU841733.1:8905-16725
Colletotrichum liriopes MAFF 242679 (Cluster 230, score: 7.188)
BPPX01000036.1:443075-450479
Colletotrichum zoysiae MAFF235873 (Cluster 198, score: 7.204)
MU842835.1:249299-257040
Colletotrichum graminicola M1.001 (Cluster 212, score: 7.206)
NW_007361028.1:16162-24295
Chaetomium sp. MPI-SDFR-AT-0129 (Cluster 235, score: 7.188)
JAGJXA010000001.1:3404669-3411883
Pyricularia grisea NI907 (Cluster 238, score: 4.17)
NW_022156716.1:6963632-6970813
Pyricularia pennisetigena Br36 (Cluster 316, score: 7.202)
NC_043742.1:2676522-2683843
Pyricularia oryzae 70-15 (Cluster 248, score: 6.202)
NC_017849.1:1138927-1148754
Colletotrichum trifolii 543-2 (Cluster 126, score: 7.192)
RYZW01000112.1:24532-32121
Colletotrichum orbiculare MAFF 240422 104-T (Cluster 138, score: 7.196)
AMCV02000031.1:83468-91053
Pyricularia sp. CBS 133598 NI919 (Cluster 237, score: 4.169)
RRCJ01000011.1:1367814-1376828
Bathelium mastoideum (Cluster 130, score: 7.241)
JAPETK010000028.1:285533-296272
Bathelium mastoideum (Cluster 131, score: 7.255)
JAPETJ010000002.1:2540756-2551486
Xylariales sp. PMI_506 (Cluster 144, score: 8.223)
JAJTIY010000011.1:1454382-1462751
Diaporthaceae sp. PMI_573 (Cluster 215, score: 7.221)
JAJTUP010000018.1:1041192-1048196
Diaporthe batatas CRI 302-4 (Cluster 216, score: 7.221)
NW_025408564.1:597271-604262
Diaporthe helianthi 7/96 (Cluster 223, score: 7.219)
MAVT02001395.1:5079-12358
Rutstroemia sp. NJR-2017a BBW (Cluster 61, score: 7.202)
NJPT01000010.1:460291-467016
Bisporella sp. PMI_857 (Cluster 146, score: 7.218)
JAJSPD010000020.1:364031-371015
Neoarthrinium moseri CBS 164.80 (Cluster 168, score: 7.222)
NW_026055149.1:140750-147628
Diaporthe ilicicola FPH2015-502 (Cluster 225, score: 7.223)
JALPVH010000423.1:8352-15340
Ilyonectria destructans MPI-CAGE-AT-0134 (Cluster 231, score: 7.228)
JAHEWK010000024.1:402953-410205
Thermothielavioides terrestris (Cluster 226, score: 7.223)
OUUZ01000001.1:6322430-6329097
Thermothielavioides terrestris NRRL 8126 (Cluster 227, score: 7.223)
NC_016458.1:2030110-2036708
Ilyonectria sp. MPI-CAGE-AT-0026 (Cluster 234, score: 7.227)
JAGPNQ010000027.1:516960-524149
Lentithecium fluviatile CBS 122367 (Cluster 64, score: 7.221)
MU005569.1:911923-918404
Ilyonectria robusta PMI_751 (Cluster 232, score: 7.228)
NW_025764481.1:7326-14526
Diaporthe citri NFHF-8-4 (Cluster 218, score: 7.216)
NW_025064852.1:4068146-4075118
Diaporthe amygdali CAA958 (Cluster 221, score: 7.215)
NW_026517035.1:332581-339576
Pestalotiopsis sp. NC0098 (Cluster 120, score: 7.215)
JAJKLJ010000007.1:54097-60796
Diaporthe eres CBS 160.32 (Cluster 220, score: 7.213)
JAJATR010000356.1:25810-32833
Clohesyomyces aquaticus CBS 115471 (Cluster 65, score: 7.211)
MCFA01000015.1:173668-180209
Byssothecium circinans CBS 675.92 (Cluster 69, score: 6.22)
ML977010.1:214212-220471
Massarina eburnea CBS 473.64 (Cluster 63, score: 6.218)
MU006781.1:703379-709172
Truncatella angustata S358 (Cluster 83, score: 7.212)
JAJJMK010000055.1:89838-96726
Colletotrichum incanum MAFF 238704 (Cluster 132, score: 7.208)
LFIW01002614.1:189489-196892
Colletotrichum spaethianum MAFF 239500 (Cluster 205, score: 7.201)
NW_026054771.1:1819350-1826673
Coniochaeta hoffmannii EXF-13287 (Cluster 209, score: 6.213)
JANBVN010000051.1:119647-127726
Xylariaceae sp. FL1272 (Cluster 94, score: 7.215)
JAJJXC010000014.1:725006-731794
Xylariaceae sp. FL1019 (Cluster 95, score: 7.216)
MU391923.1:2430345-2437302
Halenospora varia MPI-CAGE-AT-0135 (Cluster 92, score: 7.218)
JAHEWH010000037.1:41238-48090
Peltigera leucophlebia (Cluster 185, score: 6.208)
JALDZK010000308.1:3620-12385
Thozetella sp. PMI_491 (Cluster 85, score: 7.218)
MU270022.1:794711-801392
Phialocephala subalpina UAMH 11012 (Cluster 98, score: 7.217)
FJOG01000042.1:189742-196612
Pseudogymnoascus sp. VKM F-4520 (FW-2644) (Cluster 43, score: 6.213)
JPKE01004260.1:409-9445
Lobaria immixta (Cluster 161, score: 7.203)
JALDZH010000147.1:62445-69418
Pseudogymnoascus sp. 23342-1-I1 (Cluster 42, score: 6.213)
KV455031.1:66869-73857
Pseudogymnoascus sp. VKM F-4518 (FW-2643) (Cluster 44, score: 6.205)
JPKC01001016.1:10133-23482
Truncatella angustata MPI-SDFR-AT-0073 (Cluster 81, score: 7.215)
NW_025763393.1:602220-609108
Lophiostoma macrostomum CBS 122681 (Cluster 66, score: 7.213)
MU004355.1:89977-96333
Pseudogymnoascus destructans 20631-21 (Cluster 191, score: 6.213)
NW_020167523.1:183033-190512
Xylariaceae sp. FL0016 (Cluster 93, score: 7.208)
MU388740.1:639868-646860
Neopestalotiopsis clavispora IHI 201606 (Cluster 86, score: 7.212)
JAANBA010000021.1:240897-250099
Neopestalotiopsis sp. 37M (Cluster 84, score: 7.213)
SWKT01000051.1:158693-168424
Pestalotiopsis fici W106-1 (Cluster 87, score: 7.213)
NW_006917092.1:6334577-6343885
Xylaria multiplex DSM 110363 (Cluster 149, score: 4.119)
WUBL01000056.1:126929-135083
Xylaria arbuscula CBS 124340 (Cluster 152, score: 4.117)
MU279389.1:12746-20845
Xylaria venustula FL0490 (Cluster 172, score: 4.119)
MU389368.1:380167-388962
Nemania diffusa NC0034 (Cluster 178, score: 3.118)
MU395000.1:19606-28734
Ustulina deusta IL1129 (Cluster 147, score: 4.118)
JAJNNX010000020.1:744534-753328
Ustulina deusta CBS 826.72 (Cluster 148, score: 4.119)
MU386709.1:140504-149289
Xylaria sp. FL1777 (Cluster 167, score: 4.114)
MU400581.1:75108-82798
Nemania sp. FL0031 (Cluster 175, score: 4.116)
JAJKKK010000011.1:560416-578153
Nemania bipapillata CP14 (Cluster 181, score: 3.105)
JAPESX010001346.1:868-9572
Xylaria polymorpha DSM 105756 (Cluster 195, score: 4.105)
NQIM01000480.1:14062-25979
Nemania sp. NC0429 (Cluster 176, score: 5.139)
MU392158.1:823611-834043
Xylaria flabelliformis G536 (Cluster 174, score: 5.126)
VFLP01000011.1:673733-684285
Xylaria telfairii CBS 121673 (Cluster 194, score: 5.136)
MU383875.1:302474-316425
Nemania sp. FL0916 (Cluster 177, score: 5.142)
MU390258.1:295661-306020
Xylaria sp. FL0064 (Cluster 164, score: 5.144)
JAJKLE010000021.1:226810-236670
Xylaria cubensis CBS 116.85 (Cluster 162, score: 5.147)
MU279096.1:120624-131308
Xylaria flabelliformis NC1011 (Cluster 173, score: 5.145)
JAJLYR010000034.1:322053-332741
Nemania serpens AZ0576 (Cluster 186, score: 5.143)
MU396716.1:51059-61845
Xylaria curta CBS 114988 (Cluster 154, score: 5.145)
MU375935.1:38023-48778
Xylaria scruposa CBS 123580 (Cluster 190, score: 5.145)
MU280196.1:99054-110072
Xylaria sp. FL0043 (Cluster 166, score: 5.144)
MU397306.1:51457-61452
Xylaria castorea CBS 124033 (Cluster 189, score: 5.145)
MU382645.1:414247-425787
Pseudovirgaria hyperparasitica CBS 121739 (Cluster 196, score: 4.135)
NW_022985553.1:894739-899102
Pseudogymnoascus sp. 03VT05 (Cluster 50, score: 4.139)
KV459663.1:400-10327
Colletotrichum tofieldiae 0861 (Cluster 140, score: 4.138)
BQXX01000005.1:1436327-1443350
Staphylotrichum longicolle FW57 (Cluster 319, score: 4.144)
JAHCVI010000001.1:11822963-11829291
Pseudogymnoascus verrucosus UAMH 10579 (Cluster 34, score: 5.166)
NW_017263699.1:34042-39302
Fonsecaea multimorphosa CBS 102226 (Cluster 79, score: 4.128)
NW_015971666.1:288200-298690
Penicillium verhagenii IBT 33313 (Cluster 101, score: 4.079)
JAQKAN010000023.1:1641149-1658166
Xylariaceae sp. FL0255 (Cluster 96, score: 3.067)
MU388983.1:13823-22504
Nemania serpens AK0226 (Cluster 188, score: 3.069)
MU390843.1:258719-266552
Xylariaceae sp. FL1651 (Cluster 97, score: 3.072)
MU624250.1:94334-103980
Nemania serpens CBS 679.86 (Cluster 187, score: 3.069)
MU391539.1:310119-318013
Bogoriella megaspora (Cluster 58, score: 5.192)
JAPETL010000050.1:158454-165094
Dissoconium aciculare CBS 342.82 (Cluster 89, score: 5.136)
NW_022984957.1:233050-240158
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