     

[bookmark: _GoBack]Table 1. The annotation of complete mitochondrial genome of Platanista gangetica gangetica

	Gene
	Product
	Start
	End
	Intergenic nucleotides
	Strand
	Length
	Anticodon

	tRNA F
	tRNA-PHE
	1
	73
	-
	+
	73
	GAA

	12S rRNA
	s-rRNA
	74
	1048
	0
	+
	975
	--

	tRNA V
	tRNA-VAL
	1049
	1115
	0
	+
	67
	UAC

	16S rRNA 
	l-rRNA
	1116
	2690
	1
	+
	1575
	--

	tRNA L2
	tRNA-LEU2
	2692
	2766
	2
	+
	75
	UAA

	ND1
	NADH dehydrogenase subunit 1
	2769
	3725
	5
	+
	957
	--

	tRNA I
	tRNA-ILE
	3731
	3799
	-3
	+
	69
	GAU

	tRNA Q
	tRNA-GLN
	3797
	3869
	1
	-
	73
	UUG

	tRNA M
	tRNA-MET
	3871
	3939
	0
	+
	69
	CAT

	ND2
	NADH dehydrogenase subunit 2
	3940
	4983
	-2
	+
	1044
	--

	tRNA W
	tRNA-TRP
	4982
	5049
	5
	+
	68
	UCA

	tRNA A
	tRNA-ALA
	5055
	5123
	1
	-
	69
	UGC

	tRNA N
	tRNA-ASN
	5125
	5198
	2
	-
	74
	GUU

	OL
	Origin of “L” strand replication
	5201
	5231
	-1
	-
	31
	--

	tRNA C
	tRNA-CYS
	5231
	5297
	0
	-
	67
	GCA

	tRNA Y
	tRNA-TYR
	5298
	5363
	1
	-
	66
	GUA

	COX1
	Cytochrome c oxidase subunit 1
	5365
	6909
	39
	+
	1545
	--

	tRNA S2
	tRNA-SER2
	6949
	7017
	7
	-
	69
	UGA

	tRNA D
	tRNA-ASP
	7025
	7092
	0
	+
	68
	GUC

	COX2
	Cytochrome c oxidase subunit 2
	7093
	7776
	3
	+
	684
	--

	tRNA K
	tRNA-LYS
	7780
	7846
	1
	+
	67
	UUU

	ATP8
	ATP synthase F0 subunit 8
	7848
	8048
	-40
	+
	201
	--

	ATP6
	ATP synthase F0 subunit 6
	8009
	8689
	-1
	+
	681
	--

	COX3
	Cytochrome c oxidase subunit 3
	8689
	9474
	-1
	+
	786
	--

	tRNA G
	tRNA-GLY
	9474
	9542
	0
	+
	69
	UCC

	ND3
	NADH dehydrogenase subunit 3
	9543
	9889
	0
	+
	347
	--

	tRNA R
	tRNA-ARG
	9890
	9959
	0
	+
	70
	UCG

	ND4l
	NADH dehydrogenase subunit 4L
	9960
	10256
	-7
	+
	297
	--

	ND4
	NADH dehydrogenase subunit 4
	10250
	11627
	0
	+
	1378
	--

	tRNA H
	tRNA-HIS
	11628
	11696
	0
	+
	69
	GUG

	tRNA S1
	tRNA-SER1
	11697
	11756
	1
	+
	60
	GCU

	tRNA L1
	tRNA-LEU1
	11758
	11827
	-9
	+
	70
	UAG

	ND5
	NADH dehydrogenase subunit 5
	11819
	13648
	-17
	+
	1830
	--

	ND6
	NADH dehydrogenase subunit 6
	13632
	14153
	0
	-
	522
	--

	tRNA E
	tRNA-GLU
	14154
	14222
	4
	-
	69
	UUC

	CYTB 
	Cytochrome b
	14227
	15366
	0
	+
	1140
	--

	tRNA T
	tRNA-THR
	15367
	15437
	-1
	+
	71
	UGU

	tRNA P
	tRNA-PRO
	15437
	15503
	0
	-
	67
	UGG

	D- loop
	Control region
	15504
	16360
	-
	+
	857
	--

	OH
	Origin of “H” strand replication
	15745
	16047
	-
	+
	303
	--



