


Table 2. A comparative account of nucleotide composition of cetaceans  

	Dolphin habitat
	Species
	Complete mitochondrial genome 
nucleotide composition (%)
	Thirteen protein coding genes 
nucleotide composition (%)
	AT skew
	GC skew

	
	
	Length (bp)
	T
	C
	A
	G
	AT
	Length (bp)
	T
	C
	A
	G
	AT
	
	

	A. River dolphin
	1. Platanista gangetica gangetica*
	16360
	26.7
	27.8
	32.9
	12.5
	59.7
	11412
	28.1
	29.0
	30.8
	12.1
	58.9
	0.0
	-0.4

	
	2. Platanista gangetica minor
	16324
	26.8
	27.7
	32.9
	12.5
	59.8
	11417
	28.1
	29.0
	31.0
	11.9
	59.1
	0.0
	-0.4

	
	3. Lipotes vexillifer
	16392
	26.9
	26.9
	33.9
	12.3
	60.8
	11406
	28.3
	27.9
	32.0
	11.8
	60.4
	0.1
	-0.4

	
	4. Pontoporia blainvillei
	16593
	26.5
	27.0
	33.0
	13.4
	59.6
	11402
	27.9
	28.1
	30.9
	13.1
	58.8
	0.0
	-0.4

	
	5. Inia geoffrensis
	16588
	25.9
	28.3
	32.8
	13.0
	58.8
	11414
	27.2
	29.3
	30.8
	12.7
	58.0
	0.1
	-0.4

	[bookmark: _GoBack]B. Marine dolphin
	1. Kogia breviceps
	16406
	25.3
	29.1
	31.5
	14.1
	56.8
	11414
	26.5
	30.2
	29.2
	14.1
	55.7
	0.0
	-0.4

	
	2. Physeter catodon
	16428
	25.0
	29.6
	32.0
	13.4
	56.9
	11399
	26.2
	30.8
	30.2
	12.8
	56.4
	0.1
	-0.4

	
	3. Berardius bairdii
	16346
	26.8
	27.4
	32.9
	13.0
	59.7
	11414
	28.3
	28.4
	30.8
	12.5
	59.1
	0.0
	-0.4

	
	4. Mesoplodon grayi
	16347
	29.5
	24.6
	33.3
	12.6
	62.8
	11409
	31.2
	25.3
	31.7
	11.8
	62.9
	0.0
	-0.4

	
	5. Hyperoodon ampullatus
	16346
	27.2
	26.9
	33.2
	12.7
	60.4
	11411
	28.6
	28.0
	31.2
	12.1
	59.9
	0.0
	-0.4

	
	6. Monodon monoceros
	16383
	26.8
	27.4
	33.0
	12.8
	59.8
	11414
	28.0
	28.6
	31.1
	12.2
	59.2
	0.1
	-0.4

	
	7. Cephalorhynchus heavisidii
	16371
	27.6
	26.6
	33.1
	12.7
	60.6
	11402
	28.9
	27.6
	31.2
	12.2
	60.2
	0.0
	-0.4

	
	8. Delphinus capensis
	16385
	28.3
	25.9
	33.1
	12.7
	61.4
	11402
	29.9
	26.7
	31.2
	12.2
	61.1
	0.0
	-0.4

	
	9. Globicephala macrorhynchus
	16390
	28.0
	26.2
	33.1
	12.6
	61.1
	11405
	29.6
	27.2
	31.1
	12.2
	60.6
	0.0
	-0.4

	
	10. Grampus griseus
	16386
	27.9
	26.3
	33.0
	12.8
	60.9
	11402
	29.4
	27.2
	31.1
	12.2
	60.6
	0.0
	-0.4

	
	11. Lagenorhynchus albirostris
	16393
	28.3
	25.9
	33.0
	12.8
	61.3
	11405
	29.8
	26.9
	31.2
	12.2
	60.9
	0.0
	-0.4

	
	12. Orcaella brevirostris
	16382
	28.1
	26.0
	33.1
	12.7
	61.3
	11395
	29.6
	27.0
	31.1
	12.2
	60.8
	0.0
	-0.4

	
	13. Orcinus orca
	16385
	27.4
	26.8
	32.9
	12.9
	60.3
	11401
	28.9
	27.7
	31.1
	12.3
	60.0
	0.0
	-0.4

	
	14. Sousa chinensis
	16388
	28.0
	26.1
	33.1
	12.7
	61.1
	11403
	29.6
	27.0
	31.3
	12.1
	60.8
	0.0
	-0.4

	
	15. Stenella attenuata
	16386
	28.2
	26.0
	33.1
	12.7
	61.3
	11402
	29.7
	26.9
	31.3
	12.1
	61.0
	0.0
	-0.4

	
	16. Tursiops aduncus
	16385
	28.3
	25.9
	32.9
	12.9
	61.2
	11402
	29.8
	26.8
	31.0
	12.4
	60.8
	0.0
	-0.4

	
	17. Tursiops truncatus
	16388
	28.1
	26.1
	33.0
	12.8
	61.1
	11402
	29.7
	27.0
	31.1
	12.3
	60.7
	0.0
	-0.4

	
	18. Neophocaena phocaenoides
	16385
	27.3
	27.0
	31.9
	13.8
	59.2
	11407
	28.8
	27.9
	29.7
	13.5
	58.5
	0.0
	-0.3

	
	19. Phocoena phocoena
	16382
	27.4
	27.0
	32.0
	13.6
	59.4
	11408
	29.0
	27.8
	29.9
	13.3
	59.0
	0.0
	-0.4

	
	20. Balaena mysticetus
	16390
	26.0
	28.1
	32.7
	13.2
	58.7
	11405
	27.0
	29.5
	30.7
	12.8
	57.7
	0.1
	-0.4

	
	21. Eubalaena australis
	16385
	26.1
	28.0
	32.6
	13.2
	58.8
	11406
	27.2
	29.3
	30.9
	12.6
	58.1
	0.1
	-0.4

	
	22. Caperea marginata
	16383
	27.5
	26.6
	32.9
	13.0
	60.5
	11405
	29.1
	27.3
	30.9
	12.7
	60.0
	0.0
	-0.4

	
	23. Eschrichtius robustus
	16412
	26.0
	28.2
	32.7
	13.1
	58.7
	11405
	27.1
	29.4
	30.8
	12.8
	57.9
	0.1
	-0.4

	
	24. Balaenoptera acutorostrata
	16417
	26.5
	27.5
	33.0
	12.9
	59.6
	11405
	27.8
	28.6
	31.2
	12.5
	59.0
	0.1
	-0.4

	
	25. Balaenoptera musculus
	16402
	26.6
	27.6
	32.8
	13.0
	59.4
	11405
	27.7
	28.8
	30.9
	12.6
	58.6
	0.1
	-0.4

	
	26. Balaenoptera physalus
	16398
	26.7
	27.3
	32.7
	13.3
	59.4
	11405
	28.1
	28.2
	30.7
	13.0
	58.8
	0.0
	-0.4

	
	27. Megaptera novaeangliae
	16398
	26.4
	27.7
	32.8
	13.1
	59.2
	11406
	27.7
	28.6
	30.9
	12.8
	58.6
	0.1
	-0.4


* from present study
